
logo MNTPVDTVL ILV I
LFAGLLGLLVGSFSNVL IWRLPRGENIAFPPSHCPKNCDHPRLGKPVATDLVPVFSWLASLGGKRCRYCKRASP IKNAPRYPV

NTDB id 1102637 D3W47 RS03610 WP 119673128.1 MTPDVLLVIFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPNCDHRLGVADLVPVFSWLSLGGKCRYCKSPIKARYPV 80
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPV 80
consensus ! *! !*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*! * !!!!!!!!! !!!*!!!!* !! *!!!!

logo VELLTGI
V
A
GYAAVIAALTFPLPLSTVYEGAWGATLGLMVLFTI

LLLVGSAIDLDTMYTI
LPDELTLPGTVALLGVLFGFLALGNAGLYAGQAEGQVELGLP

NTDB id 1102637 D3W47 RS03610 WP 119673128.1 VELLTGIGYAAIAALFPPLTVGWGALGLMVLFTLLLVGSAIDLDTYTIPDELTLPGVALGVLFGFLN....GQAGVEGLP 156
NTDB id 1305 DR RS10600 WP 010888696.1 VELLTGVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLP 160
consensus !!!!!!**!! !!! !!* ! ! !!!!!!!!*!!!!!!!!!!! !*!!!!!!!! !!!!!! *****! ! !!!

logo

D
N
L
VAGQAVEQGALLMGAGVI

VVAL INSQVFYGSWVLRRFRERQSFWPEAFP IGYQQI SLGLLAGAWLGPWWGALGVAGLLSAALVNVAAKRKRAVI
VR I

NTDB id 1102637 D3W47 RS03610 WP 119673128.1 DLAGAVQGALLGAGVVVAINQFGSWVLRRFRERSFPEFPIGYQQISLGLLAGAWLGPWWGAGVGLLSALVNVAARRVIRI 236
NTDB id 1305 DR RS10600 WP 010888696.1 NVAQAVEGALMGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRI 240
consensus *! !! !!!*!!!!*! ! *!!!!!!!!!!! *!! !!!!!!!!!!!!!!!!!!!!!! !!*!!!! !!!!!** *!!

logo PELLTLGGFLLVSLVAMLGSSAGTYGPGLMI
L
D
LML

V
Q
RGAGLAMAAGAVSLAVCGVYWWI

L
H
YWRRHNKREQADEDDGAGATDDETQSVDAPSVAMGFGDVKLAA

NTDB id 1102637 D3W47 RS03610 WP 119673128.1 PELLTLGGLLVSVMLGSAGYGPGMILMVQGALAAAGAVSLACGVYWWLHWRRHRED.DGAADDTQVDASAMGFGDVKLAA 315
NTDB id 1305 DR RS10600 WP 010888696.1 PELLTLGGFLVSLALSSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAA 320
consensus !!!!!!!! !!!* ! !!! !!!** !* !*! !!!!!!! !!!!!!**!!!** *! * !! ! !* !!!!!!!!!!!

logo VIGAFLGWERLLLALVVVAI
VFAGAI

V
F
LGLVAVQLALKRQSENRVKFGPFYLALGAVVALLWGGAPL ILDGSWYREGLMLGLM

NTDB id 1102637 D3W47 RS03610 WP 119673128.1 VIGAFLGWERLLLALVVAVFAGAIFGVAQLALRSENRVKFGPFLALGAVVALLWGGALIGSYREMLGL 383
NTDB id 1305 DR RS10600 WP 010888696.1 VIGAFLGWERLLLAVVVAIFAGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !!!!!!!!!!!!!!*!!!*!!!!* !* !!!!* !!!!!!!!*!!!!!!!!!!!!!*!* !! *!!*

X non conserved

X similar

X ≥ 50% conserved


