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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRITRQLATM AQ

NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM REWNSENGIFDIZL YN ' L I\ GE[R]S GI)

NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM KAG PL QAFEIVA IRSRINF SNHIZKVAZ/R FRAQNRYA A

NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM AG PL QAFEIVA IRSRINE SNHIZKVA2R FRAGRRYA A

NTDB id 1198 PSJM300 03950 AFN76868.1 I\ FTRQ ATM KAGVPL Q F I

NTDB id 1016 ACIAD RS01680 WP 004920476.1 I\ FTRQLATM KAGVPLVQAFEIVAEGIRXNPEM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM KAGVPLVQ FEIVAEGIR3NPIM

NTDB id 1102058 Q9283 RS07770 WP 011408067.1 IF RQ ATM K GVP V EI EGHISNPiIM

NTDB id 1252 GC085 RS07730 WP 011213805.1 I\DIT F RQLATM @ G PLVQAF TIVAISG[REIN)S:AR
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 LiIgX 1§ R ATY EK VA [6V ¥ LV PIAFIN FIQEFGAELPPF T QMV

NTDB id 1402 DSB67 RS12670 WP 010643257.1 LM 1§ R ATY EK

NTDB id 1112 NGFG RS09215 WP 003689811.1 LD AMYKEK

NTDB id 1113 AAA85695.1 219..1451( ) LD AMYKEK

NTDB id 1198 PSJM300 03950 AFN76868.1 LDRVATYKEK

NTDB id 1016 ACIAD RS01680 WP 004920476.1 LDRVAWUYKEK

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDRVAMYKEK

NTDB id 1102058 Q9283 RS07770 WP 011408067.1 IL, VATYKEELKKIKKALYPV

NTDB id 1252 GC085 RS07730 WP 011213805.1 LD VATYKEKMEN KISKIKKALJNYPiWAV
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NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 MK WTAR RTENATIMFAAGVPLVDELMSTAGARGN

NTDB id 1113 AAA85695.1 219..1451( ) ﬁ IMK GNTAR RTENATIMFAAGVPLVDYY I\GN

NTDB id 1198 PSJM300 03950 AFN76868.1 l MK B ARF RTL TTFAAGVPLVDALSAGATGN

NTDB id 1016 ACIAD RS01680 WP 004920476.1 MKANIAR BRTLATTFAAGVPL DALSTAGATN Y

NTDB id 1059 ABD1 RS01610 WP 000279215.1 l l l MKANIAR RTLATTFAAGVPL DALSTAGATN

NTDB id 1102058 Q9283 RS07770 WP 011408067.1 HNSAINN:AD RTATFAGVPLV ALAGATGN Y

NTDB id 1252 GC085 RS07730 WP 011213805.1 INKAMNIARF RTL WMTFAAG PLV ALAGATGN
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