5i§E5§§S&EER . Ag§§§¢¥

logo .
A.éé§m FSLELY X fgﬁ FEAkR ﬁSDx YEAE%h gsEAEéﬁ t)ARHiélﬁ

NTDB id 1029 TT RS02230 WP 011228203.1 . 63
NTDB id 1169 A1552VC RS11075 WP 000648511.1 .. QTLP KN R . 66
NTDB id 1402 DSB67 RS12670 WP 010643257.1 C. IEPQ KN 65
NTDB id 1112 NGFG RS09215 WP 003689811.1 e 68
NTDB id 1113 AAA85695.1 219..1451( ) . 68
NTDB id 1252 GC085 RS07730 WP 011213805.1 C. PPlLTH . 65
NTDB id 1101562 ACNJYK RS05980 WP 016445610.1 IKEFVIRE . 64
NTDB id 1198 PSJM300 03950 AFN76868.1 C. . vV 64
NTDB id 1016 ACIAD RS01680 WP 004920476.1 .. . UMNLRKQGIpN IRANT NEFEGL. ... 67
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LRKQG TMRNISRE N@LEGL. ... 67
consensus * | kkk 3k kkkkkk kk
LA A Vagcs b DY

| AL T | %J el Serhol el babub L
NTDB id 1029 TT RS02230 WP 011228203.1 IBYD F\IF RQLATM 142
NTDB id 1169 A1552VC RS11075 WP 000648511.1 DITITRQLATM 146
NTDB id 1402 DSB67 RS12670 WP 010643257.1 WD ITIFTRQ ATM 145
NTDB id 1112 NGFG RS09215 WP 003689811.1 KAG PL QAF 148
NTDB id 1113 AAA85695.1 219..1451( ) WAG PL QAF 148
NTDB id 1252 GC085 RS07730 WP 011213805.1 I} G PLVQAF ETINGH EGI L ¥ LMKHPIRYF XL CNLV 145
NTDB id 1101562 ACNJYK RS05980 WP 016445610.1 KAGVPL QAF LAlRKHPYFDLYCNLV 144
NTDB id 1198 PSJM300 03950 AFN76868.1 KAGVPL Q F E[¢/F D)z VSR K 8D D [ ) B/ A N I3 B LRK P@YFDWLYCNLV 144
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IGAD TINTFTRQLATM KAGVPLVQAF 147
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IBADTTIFTRQLATM KAGVPLVQ F Q 147
consensus | Plskse b sk |k | *kokokkk ok * ERE TS kkkk k| *kk |k ok
R e s oot el st AR o o

N E;v V I l§ 8 VKK 1 LY [ YR I_TE EE. Lé'\JE A AE Elve E\EE =
NTDB id 1029 TT RS02230 WP 011228203.1 LDRLA 222
NTDB id 1169 A1552VC RS11075 WP 000648511.1 I3 RLATY EK E[L I 226
NTDB id 1402 DSB67 RS12670 WP 010643257.1 I RLATY EK E[L 225
NTDB id 1112 NGFG RS09215 WP 003689811.1 LD LANYKEK 228
NTDB id 1113 AAA85695.1 219..1451( ) LD LAMYKEK 228
NTDB id 1252 GC085 RS07730 WP 011213805.1 LD ATYKEKE 225
NTDB id 1101562 ACNJYK RS05980 WP 016445610.1 LDRLATYJIEK ERN S 224
NTDB id 1198 PSJM300 03950 AFN76868.1 LDR ATYKEK EFRL LPAF TRV 224
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LDR AJUYKEK ENL LPAFTQI®V 227
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LDR AMYKEK ERL LPAFTQNIV 227

R Peoed Plaok o Dok Dk 1 1kok | okokok o ok ok ok Dol ok ok Dok D Dok Dok ook ok Dokokokx ok



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1101562 ACNJYK RS05980 WP 016445610.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1101562 ACNJYK RS05980 WP 016445610.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1

1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1101562 ACNJYK RS05980 WP 016445610.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

ViRys
MEIFMQOMWKRINE

0 ARY

ng A8 |BDVAT o9 ¢

EIVEAARLKEQQED

S
P
P
P
S

kok Dk ok okokokok

AR sy

‘F*\Z CRS

1

Ronthe e o L

1P FG

lPI
I)#GH

MQQFEIT|

* Kk kokkkk |k ok

F @LXEQ VA

R TIANF PJAMVL QM

:(0):1 FPIRVLOM

WATI FPIYM LQMB] IGEESG LD MLIYKEA FYE

AT FPUM LQMEF IGEESG LD MLIYKEIA FYE

BTl FPIYMV QMVAIGEESGAL IMMLEKVA FYE
AIGEESG DEML{EKRA FYE EVD WVE

AIGEESGALD MLNMKVANEFYE EVDNJ

N/ IWIAFPIMI\ QMVAIGEESGALD MLIBKVAN YEFEVDRAVD

A~ K

RPN FPRIMVLQM
.TiGTFPSMA QM

* %1 !

e

G GIL VAMYLP F LGN

GRL GG VV MYLPIFJS

Dokokok Dokokokokok Dok D Dok | skok ook ok ok

X non conserved
B similar
>50% conserved

VI ABSER NGB IGTESVQ 406

Gl VGGLVVAMYLPIF LISV (38
VGGLVEAMYLPIF LSV [cH
GINL VAMYLP F LGV VA
T NAUA * .
G LVGGLVVAMYLPIF[ILGSEV/ENS
L GE]V V.

G LVGGL AMYLPIF GSV Vi
G LVGGLV AMYLPIF GSVVSS
G LVGGLV AMYLPIF GSV V]

408
407
410
410
406
405
405
408
408

C
T

PIFGD
PIFGD
P HGE
P FGl
P [jcD
PINGD
PIFGD
Lok |

V

onvafes e LATEFAN P et ST

IKAMTIA FSRTLAT FAAG P J LI TAGY GN |l
SIKAATA FSRTLAT F AG P ALY T lig§y GN [
K WIAR ERTI IFAAGVPLVDILDSTAGAﬁGN
A
1]

IRNFAAGVPLVDWLDSTAGA

INKAINIARF RTL FAAG PLV AL.SVAGA
4K [@ AR RTL TIFAAGVPLV ALDS)\Y GA
MK B ARF RTL T FAAGVPLVDALDSEAGA
MKAWIAR SRTLAT FAAGVPL DALESTAGA
MKANIAR SRTLAT FAAGVPL DAL STAGA
| * 1 11 oskoskokox 1 sk skoskosk sk k| ook sk sk ok k k I %

GN

Halle ke sl sa el

VRIIGEESG
NMIGEESG

VD

MIFPEIMIN QMVAIGEESGALDEMLINKVAW YENEVDNAVD
ENEN

Dok DL Lok Lok DD D Ltk Lok Dok ok 1 L kook ko |

301
306
305
308
308
305
304
304
307
307

381
385
384
387
387
384
383
383
386
386



