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NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCA............................FSL 50
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCA............................FSL 50
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCA............................FSL 50
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCA............................FSL 50
NTDB id 1242 Cj0011c YP 002343483.1 ................................MKKLLF..LF..FALTA............................FLF 16
NTDB id 1362 HI 1008 AAC22669.1 ................................MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVS 48
NTDB id 1101280 ACNI3D RS08900 WP 419766745.1 ................................MKIILM...LTLFCLAL............................... 14
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .........................MQIKTKIVTLFLS...LCLPTLPLLANAEETAPA............AQV.EEGIV 39
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .........................MQIKTKIVTLFLS...LCLPTLPLLANAEETAPA............AQV.EEGIV 39
NTDB id 1294 VP RS04495 WP 021449594.1 ................................MKWILT...LCLVVFAPLSLAA..DTK............ADK.YEGIE 30
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ................................MKWMLT...LCLLILAPMSWAE.TKTK............ADK.YEGIE 31
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NTDB id 1127 NGFG RS10560 WP 003703428.1 AAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAV 129
NTDB id 1126 NGFG RS09375 WP 003703428.1 AAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAV 129
NTDB id 1125 NGFG RS07215 WP 003703428.1 AAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAV 129
NTDB id 1108 NGFG RS06525 WP 003703428.1 AAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAV 129
NTDB id 1242 Cj0011c YP 002343483.1 GAVNINTATLKELK.SLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE............... 79
NTDB id 1362 HI 1008 AAC22669.1 DKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF................ 112
NTDB id 1101280 ACNI3D RS08900 WP 419766745.1 FAIDINKASVEELK.TLNGIGDKKAESIVQYRTQHKCFKNKDDLLNIKGIGKALLEKNEDKISFSACK............ 81
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL................ 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL................ 103
NTDB id 1294 VP RS04495 WP 021449594.1 ITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL................ 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL................ 95
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