
logo

MA
MDLELNSKSLKNQLPNDSASGVYQYFDKDNGRHQLLYI

VGKAKNVLKKNR I
VKSYFKSFIRTNPNE I

L
R
TPANDHKRALGSLPR IQYKMMI

V
K
TQI

V
A
E
F
S
C
LETWI LVVEPNEHQ

NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 .MDLENKLKQLPNDAGVYQYFDKDGHLLYVGKAKVLKNRVKSYFKFTP.ELRPADKLGPRIYKMITQVESCEWIVVPNEH 78
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
consensus * !! !!*!!! !!!!!!!! *!!!*!!!! !! !*!!!! **!* ! ** *!! !* !* *! !*!*!!*

logo DAL I LENSL IKQLKPKYNI LLRDDKTYPYIYMVDFLNSETDFP I
R
L
P
E
L ITRKI

VLKGQPSGNI
VKYFGPFYSTSGAKRDI LDS ILYELTFLPLVQKK

NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYVDLNEDFPRLEITRKVLKGSNIKYFGPYSSGARDILDSIYETFPLVQKK 158
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!! * !!!!*!! * *!!!!!**!!!*!!!!!*!! !!!!!!

logo

N
SC IKDGKEKAC I

LFFYQI EKKRCKLAPCENKR I
V
S
TKEDEYLTKNIALKNDECSLMEMYI EYNKDSKRL IKSEKLEKLVKMEQERLYSDNDNFLRFEEALMI

K
I
YRDR IAKKTI EQKI

S

NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 SCIKGKEACLFFQIKKCLAPCENRVSKEDYTNILNDSMEYIYNKSKLISKLKVKMQEYSDDFRFEEAMKIRDRIKTIEKS 238
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
consensus !!! ! !!*!*!! *! !!!!!***!!*! ! ***! ! !! *!! ! *!! ! !!!!!* !!!! ! !

logo

A
E
I
P
F
KTCGMDLAKTLNEYDNLDI FAFIKYGNAINSNSKAVI

LVKRMF IMRDGGKI
L
A
I SSASFHDEKYI

L
KSNVE

H
E
S
L
T
E
N
E
GFDTYDEEAMYKQRAI INHYYQSNSEHI

LP I
L
I
MPEKEQ

NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 EIKTGMDLATNENLDIFAIKNINSKAVIVRMFIRDGKLASSSHDYLKSNVEETEEFDYEEAYKRAIINYYSNEIPIIPKE 318
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKI....HSLNGFDTDEAMKQAIINHYQSHLPLMPEQ 316
consensus * !*!!!! !!!!! !!!*!*!!*! !!* !! ** ****** !! *!! ! !!!!*! **!**!

logo I L ILANAKCESLNEDTLMEKDE I
L
K
QEF ILKSHNKQLYSVKKIANI

L
I
S
I
NPKKLGDKKKLADI

L IDE I
VALMKNNACDQE I

L
F
L
R
S
I
Q
D
E
K
STKSGNETDNLTI

L
L
YEEAIKRESLFKNLESCQI

MPNYRVE
NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 ILIAK.ELEDMEDIKEFLKNKLVKKINIINPKLGKKKDIIDVALNNCDELLRIDSTKGTNTLYEEIKELFNLSQIPNRVE 397
NTDB id 1206 C694 RS04180 WP 000774319.1 ILLNACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVE 396
consensus !!* * ! * ** !!* * !!! * !! ! ! *!**!* !* !* * ! * !! * !! ! **! !!!

logo

I
SFDNTSHHMMSGSQSAQCTVGAGMVVW

Y
D
ENDNAKFQVKNSDSFYRHRYHNLEKAGHSDEYSTQMRSELML ITRRAVELDNFAEKENPAPPDNLWVIDGGRSATLQLKNI

LALYDE I LVKQ
NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 SFDNSHMMGQATVGAMVVWDNDKFVKSDFRHYNLEAHDEYSQMREMLIRRVENFEKNPAPDLWVIDGGSTLLKLAYDIVQ 477
NTDB id 1206 C694 RS04180 WP 000774319.1 IFDTSHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILK 476
consensus !! !!* *!!*!!!**! ! ! *!*!*! **!!!*!! !*! !! ! ! !*! !!!!!!! ! *! *!*

logo SSVGI
S
F
K
L
V
D
E
I
V IA IASKEKI

RDFSKAHYRASKGAGAKDI IVHTYKPQSGEE ID
T
S
T
F
IKLLPTSDKRRLHQFWVQKRLQRDEASHRFYAVINFHKRKSQTKLRAKENDMKQI

NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 SVGIKLDIIAIAKEKIDFKAHRAKGAAKDIVHYKQGEEITSIKLLTSDRRLHFVQRQRDEAHRFVINFHKKQKRAEDKQI 557
NTDB id 1206 C694 RS04180 WP 000774319.1 SSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTPS....DTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQI 552
consensus ! ! ***!!! !!! ! !!*! !!*!!!!*! * **** * !!!*!!*!!**!!* !!! !!* !!!!* ! !!!



logo

A
SLLKNEIKGIGEAKSVKKLLDLYFGSTFEAKI EKEKASEI EQETKLKNAEVLKNEKKRDI S I L I SNHFNQN

NTDB id 1101279 ACNI3D RS06025 WP 419768613.1 SLLNIKGIGEAKVKKLLLYFGTFEKIKEASIETLKEVLNEKDSILISNHFNQN 610
NTDB id 1206 C694 RS04180 WP 000774319.1 ALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI........... 594
consensus !! !!!!!! !!!!! !!!*!! ! !! !! * ***********

X non conserved

X similar

X ≥ 50% conserved


