logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

PR AL WA APl TR L MLt LR

Q Q
IIEGQGTEIRVMFNGLPPQPQAYQLE P RLILDFDKA[MQIYLINESIAI
MNHVFRQFSMGAVATIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI

MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI
MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI
KAk | * 1 kkox | ! ey oy Eoy Ey 1

TR DAL TR Lo s e

INEARAGNNLEFMVMGN PAGASVASTAPVKASPAPASYAQPIKPKPYVPA

Q
SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK
SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK

03

SR S

AR LA S TR s Dyt

Q
PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT
PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT

PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT
RN RN NNy N * s Lerd Dakr LT !

) %YAYA@NM R QD@N ATy

LA LR

Pl Do Dl DR e Dl DD DD DN

RO DRI MOLIRRUI A e WAL T R T

[\ VPWDQALD LKTK[LDKR |#GNV |§ APEWE LESIEI EIR3AYQ Q WYAKA 'DIFESOLIgeRY)
L LKDVPWDQALDIILKTKNLDKRRNGNVIWIAPV ELIK EE EAKA AQSHKLAPLQTEYIJLKYAKA DI|¥YLITQG
LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG

LRLKDVPWDQALDITILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG

LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG
NN NN N NN N N N Ry I Ry ey Tk Lok Dok ook DD Dbk Dk Dkokok L DDk D Dok ]

159
141
140
140
140

239
221
220
220
220

319
300
299
299
299

399
380
379
379
379



logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id

1193 PAKAF RS26665 WP 003161249.1
1009 ACIAD RS15175 WP 004923730.1
110111 ACAK28 RS01580 WP 001017033.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1

consensus

ssweiersrsrsTTeRsL s ToJORTATL s oIk oL NN Ve

J@Ael6RG I T\YDDRTN - I/8qNsN | D R M BJNLD gV QVM E

SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE

SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE
SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE

ARVBLTECHEL K I TV SETTLReDS sy SYKXTL ROUND) Ve

EDGMNCGPIA[SCTHPTTGTS SPSPFVDLGAK A
ARIVRA TSF KE GVKWGILSQGIN NSNLLVGGSETTLWNLR.PD... R

ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K/
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K|

SR 15 LLELSRY T A TRTANAT ol NETTAL T L

ARTVIRANRAYG BKBLGV WGGAYHKGNWSG

.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN

BAGSTAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN

NAGSTAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN
ok Lkok Lk | ENETEN NN o ey Y e ey ey W N RN

Vs TR, el 1 TR E o ARET TP e

NENEETE Il 1 B PN B

FMMMMMW

I:AR0) T VERDIR A AR A N A N OATATGR 714

F KJgAKS BK ELLIFVTPRIVNDT . 709
FRKDVKSDDKQELLIFVTPRIVNDTLARNHE 721
FRKDVKSDDKQELLIFVTPRIVNDTLARNHE 721
FRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721

[ A I R R B I B B

453
451
459
459
459

528
520
533
533
533

603
600
612
612
612

683
679
691
691
691



(> S

non conserved
similar
>50% conserved



