logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

ACNVPQ RS05625 WP
10630 NP 388944 .2

ACNVPQ RS05625 WP
10630 NP 388944.2

ACNVPQ RS05625 WP
10630 NP 388944 .2

ACNVPQ RS05625 WP
10630 NP 388944.2

ACNVPQ RS05625 WP
10630 NP 388944.2

ACNVPQ RS05625 WP
10630 NP 388944 .2

ACNVPQ RS05625 WP
10630 NP 388944.2

216062319.

216062319.

216062319.

216062319.

216062319.

216062319.

216062319.

TGRS DA S AR I e ODRLTE A o

M IPKPJADSWTDDQWHAIVS GDILVAAAAGSGKTAVLVERMIRKITAEEWP DVDRLLVVTFTNASAAEMKHRIAEA
M IPKPEDSWWTDDQWNAIVS GDILVAAAAGSGKTAVLVERMIRKITAEEWP DVDRLLVVTFTNASAAEMKHRIAEA
*1 111 PELELT 0l LEE bbb bbb bbb bbbl

) LAE CHLARIY DL ERANTE s IRV

EE LN TORLLCE Ry o LS e PR A

FFELEIADRYTTDRHDLDLQWLVKBIVYEYSRSHPINPEAWLNSFV LYDV EJ¥SI{ EELPFYQYV EDINIMINLIJGAK@NKLIX A
FFELWYDRYTTDRHDLDLQJJLVKNVYEYSRSHPIYPEAWLIASFVEBILYDV EINSI\ EELPFYQYV EDIFAMWLRNGAKINKLIN A
PO L b P Ll bbb bbbkl b kb bkl T

RIS e el AR T LT LB

LTKAPGGPAPRADNFLDDLNQI EL IJ#RIDFINALYPRVPAVSFKRAKAVKGDEFD ALLDEATDLRNGAKKL EKLK
LTKAPGGPAPRADNFLDDLINQI ELI[N DFFEJSLY[SRVPAVSFKRAKAVKGDEFDEALLDEATDLRNGAKKL EKLK
! TIr k1l 1)

rrrrrrrrrrrrrrrrrr ok

O1FR e e VLY AREARRE FSLE LA e ehe e )

NDYFTRSPMNHLKSLA MK VIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAINY IBGERNPSEAAY YQ Q
M\DYFTRSPINHLKSLA MKEVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAIY IGRRIBPSEAAR YQ Q
* 11

PEELL kIl Ixl

PEIERTLINDCLR e VO HRRLAE UL NRETE L

FHEVLVDEYQDTNLVQESILQLVISSG EEBGNLFMVGDVKQSIYRFRLAEPLLFLEKYKRFTESGEGEGNKIDLN[NFRS
FHEVLVDEYQDTNLVQESILQLVENSGIJEEfsNGNLFMVGDVKQSIYRFRLAEPLLFLEKYKRFTESGEGUWGRIKIDLNIMNFRS
.................................... porrrrr ot

e

RDILDSTNFLFKQLMGGKIGEVDYDEQARLKLGARYPIYNDLYANTELLLIDSA BEADRISE AE IJETVjs] EAKATIAMEIR
REIDILDSTNFLFKQLMGGKIGEVDYDEQAIMLKLGAJ\YP NDIMNSTELLLIDRJA DMADINSE AE JWETV EAKATAIEIR
[

—

BN DTRLAL 1 EDRARIL A LR

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

logo

NTDB id 1101107
NTDB id 119 BSU
consensus

ACNVPQ RS05625 WP
10630 NP 388944 .2

ACNVPQ RS05625 WP
10630 NP 388944.2

ACNVPQ RS05625 WP
10630 NP 388944 .2

ACNVPQ RS05625 WP
10630 NP 388944.2

ACNVPQ RS05625 WP
10630 NP 388944.2

ACNVPQ RS05625 WP
10630 NP 388944 .2

ACNVPQ RS05625 WP
10630 NP 388944.2

216062319.

216062319.

216062319.

216062319.

216062319.

216062319.

216062319.

1

0y

KL SSPFKVYDGKWNKTHRNIQYRDIVILLRSMPWAPQ MEEL I

i

V

|

Iy

L)

LTS A EIADIN

JH

GIPVYANLTSGYFEAVEVARALSVLKVIDNPYQDI

KL SSPFKVYDGK|S(KTHRNIQYRDIVILLRSMPWAPQ MEEL BQGIPVYANLTSGYFEAVEVAWALSVLKVIDNPYQDI

Al

LASVLRSPIVGDENELJ

PLASVLRSPIVG DENELH

Ml

V/GGMPGGKQRQANLRVLYDRARNY

ARALALRE AR LR

Il

L
L

LEAEL RS DR A

IRLENKKAP YEA KE\Y AN DRBIDELYQKLITEYB LQKWRH]
IRLENKKAP YEA KplY A\ DR DELYQKLTF Y[&5sIL QKWRE

FITREL

R TR

| T T T T T O O A

BRI

FSNHSVSELIWEVYRD
FSIANHSVSELIWEVYRD
M

[ T T T T A B B A

)

il

ENSTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE

TEYIIDYE\GGMPGGKQRQANLRVLYDRARSYEMTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMTIHSSKGLE
TISYWIDY
]

LR DUYLNELF Y

FPVVEQNAGLGRNJFNMMDLNKSYLLDKELGFGTKYIHPIRLRISYPTLPL
FPVVEWAGLG
]

LY

() Rl

*1L1T %

e

Plkk ok

ol I LA TV G

LYRRP FMMKKGLTAAEKGTAMHTVMQHIPL HVP JAEEAEH
LYRRP FMMKKGLTAAEKGTAMHTVMQHIPL HVP MEEAEM

GD
DG

)

GSCKIY JAK QL AKWQA[R]A]DRHN
GSCK

DK QLAKWQARARMDWLLPEFDRYQA)} YLDFIGPALIARHRD [@)
LT %

RR
W

il

WLL EFDRYQAS] YLDFIGPALMRHRD

i

Y
| D

HENRE

9
E

\

El HQLL
LL NRYEREEEKSIRLISATNINGEP PISFRIFD [NARIARLINW R|2
LL | IERNIEEKS|MRLIZATIMYGEP PESFINFD ISARJHNLEWyNY PR{NE

U PRl 11 1% 1] P s I

"

UL e LA AL

AMKKKMRRELLSEELRVLYVALTRAKEKLFL
RWFNMMDLNKSYLLDKELGFGTKYIHPNLRISYPTLPL AMKKKMRRELLSEELRVLYVALTRAKEKLFL

Kk k| kk ok

Q
A

NILYEKELLTEEQ[Y

ML) e tctssc)
B

L PAHA])
M

1] ARG

AIDIEEIVQFF TEIGS

BIMLYEKELLTEEQJS AIDIEEIVQFFBITEIG{¢

Ry

B
R

Plskx Dkk %

N OVSERARRRE EDEY s

TRIRTKQSVSE KRKMWEYEDEYSGRE KPH
TNIRTKQSVSE KRKBJMEYEDEYSGRESY KPP
|

JEENHTE

*k 1|

K

640
640

720
720

800
800

880
880

960
958

1040
1038

1120
1118



S b L L D D) HADRR e L

NTDB id 1101107 ACNVPQ RS05625 WP 216062319.1 D)SSeVNL R T|p)iApBz3 SIS0V G R K0V N TG AN AR (e N MBI A uN A DI R AR RN 4 IE
NTDB id 119 BSU 10630 NP 388944.2 (L GAIQUMDRE PFS ALPAME YIYDABSIAWEPLLVQGIIDCLYETIDGLYLLDYK TEGKF[EIGFEGAAPTILISKR Y EpuiRels
1 1 11

consensus P! R R e A e e e e e e e e e e NN

AL N A

NTDB id 1101107 ACNVPQ RS05625 WP 216062319.1 JNANIEIRNGRCAANNNIT GNQRCCRVSRADICIeARNES 1234
NTDB id 119 BSU 10630 NP 388944.2 TQIWNLYTKAVEQIMKTKVKGALYFFDGGH LTL bRy
consensus e
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B similar
> 50% conserved



