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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 MLEPRTRWEIQEPSEEKAKWLSQELDIPLLIANLLVVRGIETIEKAEAFLNIGTDQFHDPFMMDGMKESVERIHRAVESN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ** !!!!! ! *! ! !* !*!**!*! !!! !! *! ! ! !!* !*!!! ! !!!! *!!* !* *
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 EKILIFGDYDADGVSSTTVMYYALKELGAQFDYYIPNRFTEGYGPNEPALRKAKEDGYSLVVTVDTGISAVHEANIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!*!*!!!!!!!!*!!*!! * ! ! !! !*!!! !! !!!!!!!*! ! !! !*!!**!!!!!! !!!!! *!!!*

logo GLDFVI ITDHHEAPGPPEVLPDAVRYAS I IVHNPKKQPGCTYPFKSEGLAGVGVAFKLVAHALHLGEKLPPDLEHLLDLYAAC IGTIADLVPLHVDENRLVI
NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 GLDFIITDHHEAPPVLPDAYSIINPKKPGCTYPFSGLAGVGVAFKVAHALHGKPPLHLLDYACIGTIADLVPLVDENRVI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!! !!!!!!!**! !!! !**!! !!!!!!! !!!!!!!!!*!!!!*! *! *!!! !*!!!!!!!!!!*!!!!*!
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 AKLGIEALSKTDKIGLQELLKVAGLYEKELTAEDVGFAIGPRVNAAGRLGSAMPVVELFTSTDRDESAMLSQEIDSVNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!*! ! *! **!! !!*!* ! ! ! !!! **!!*!! !!* ! ! !*! ! ! ! ! !!! *!!!
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 RQGIVNEITKEAIAMVEESFSPDENEVLVLAKEGWNPGVIGIVASRLVEKFYRPTIVLCLDPEKETAKGSARSIKGFDMF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *! !!! !!! **** *!*!! !!!!!!*!!!!!*!!**!!!! !!!**!*!! !!!!!!!!*!! *!
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 ENLSGSRDILPHFGGHPMAAGMTLSMHDVDELRSRLIRQAKECLKPEDYLPVTTIDLTARLNEISLETVELLSTLSPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !! *!!!!!!!!!!!!!!!!!! *!!**!!!!! ! *! *!!**!! *!! * * *!**!** * !!!!!*
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 GNPSPRVMVEEVPIREMKKIGSQSNHLKLQVGNGELSVLDCIGFQKGSLLEEMTPYSLVSIVGQIQLNEWNGYRKPQLLL 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRN.ESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus !! !*!*!! ** ***!!! * !*!* * !*! ! !!!*!!*!! ! ! * ! ! *!!!! * *!!!! *!!!!**
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 EDLSVNHFQLFDYRGLKDAAKRLIGLPYSKTCFIAFEEETVTHKDFVALSDQMIGEDELLTLPEDYFKDKNLVFLDVPPS 640
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! **!!!! !! * * *!! ! * * ! !** !* ! ** * *! !!*!!!

logo LDTMRFLASERLWLETGIGKAEPESR IYAF IVFHLNQHSETDEHFFLSTTFLPATRDEHFKWFYYAGFLALKRGKATFDNVKKRDHGASELAKHWKGWSKVETIDNFMS
TKVFFDE

NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 LTRFSEWLETIGEPSRIYAVFHQSTEHFFTTLPTREHFKWFYGFLAKRKTFNVKRDGAELAKWKGWSKETIDFMSKVFFE 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLE.GKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFD 716
consensus ! !!* ! !!! *!*** *!! *! ! !*!!!!*!*!! !! ! !!**! !!!!*!!!! !!! !!*!!!!*
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NTDB id 1101029 ACNJYY RS14705 WP 416729074.1 LDFVTIDDGVIFINKEPSKRELESSETYQKKFEQADIENQLVYSSYHSLKSWFTEQTRPKASL....... 783
NTDB id 354 BSU 27620 NP 390640.1 LGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus ! !! !* !!* * * !!*! ! !!! ! **** ! !!! * !! ! ** *******
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