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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 ............................................................................MANS 4
NTDB id 1410 SGL RS13950 WP 010873519.1 ..........................................................................MTSSSS 6
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 SSQRRALVV...QQNFSPFSNKLVQSGFVSGEQMQQALIESRKTGRPLTDILAMMTGQQLPPDLLRQYKKQQLFELKILY 81
NTDB id 1410 SGL RS13950 WP 010873519.1 SKKSRAVAL...RNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTL..VQSGKLSPEMLARSLAA.......QL 388
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTL..VQSGKLRPEALAQAVAT.......QL 388
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 GVESLDPEISQINTSQMNQLIETLIPIDLCRRYRLIPLSRSESEPPFVLVAMVDPDDLAAQDDLNRVLRPQGLA..LQRM 159
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRL 161
NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 VITAEDYQRIISQYLDEQVERQKILEFQAKTDVKSDIENLEYL..ELEEALDDD.AEANLDAALQDPEAAPVVALANKIL 236
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKELAERNK.......................TQQSQEADLSVADESAIVQVVDSII 512
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEFAKKQA.......................EEEV..PSPLELDESAAQKFVKQVI 515
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 AKALQDGISDIHIEPQEEHLRVRFRKDGVLRQGLDSLPKKIIPALTARFKIMANLDIAERRLPQDGRIRRLFDGRKVDFR 316
NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFR 321
NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALRE.QNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLR 591
NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRP.YSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLR 594
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 VNTLPSRYGEKVVLRILDNSATQLGLDKLITDPETLQIVQDMVSRPFGLILVTGPTGSGKTTTLYSALAERNDPGVNIST 396
NTDB id 1410 SGL RS13950 WP 010873519.1 VNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINT 401
NTDB id 1306 DR RS10060 WP 027479822.1 LSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTT 671
NTDB id 1028 TT RS08215 WP 011173991.1 LSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQT 674
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 AEDPIEYTLPGLTQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAASAVARL 476
NTDB id 1410 SGL RS13950 WP 010873519.1 AEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARL 481
NTDB id 1306 DR RS10060 WP 027479822.1 IEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRL 751
NTDB id 1028 TT RS08215 WP 011173991.1 IEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRL 754
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 DEMGIETFMVSSSLIGVLAQRLVRRVCPDCRVPYNPTPDELARFGLSASGEADVVFYKANTLSAEEANYARETDTLCPTC 556
NTDB id 1410 SGL RS13950 WP 010873519.1 DEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKC 561
NTDB id 1306 DR RS10060 WP 027479822.1 EEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLM...............RGTGCPRC 816
NTDB id 1028 TT RS08215 WP 011173991.1 DEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLY...............KGMGCERC 819
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 KGIGYKGRSGVYEVMRVTEPIQALITEGAPTERIKEAAV.EEGMKTLLAYSLNLVRQGATTLEEVERVTLTDSGVEAELK 635
NTDB id 1410 SGL RS13950 WP 010873519.1 SGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMR 640
NTDB id 1306 DR RS10060 WP 027479822.1 GGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS......... 887
NTDB id 1028 TT RS08215 WP 011173991.1 GGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE......... 889
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NTDB id 1100957 ACM1PF RS32325 WP 416670526.1 AKRKASLTCRCCGAALKQEWLDCPYCTTSRYQD 668
NTDB id 1410 SGL RS13950 WP 010873519.1 AKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
NTDB id 1306 DR RS10060 WP 027479822.1 ................................. 887
NTDB id 1028 TT RS08215 WP 011173991.1 ................................. 889
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