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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1100535 ACNHKQ RS01930 WP 247768370.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGG.DFGGN.......QGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 1100535 ACNHKQ RS01930 WP 247768370.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GG.GAPAGGNIGGSQPQGGWGQPQ............QPQGG 145
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NTDB id 113 BSU 40900 NP 391970.1 NQNNQ...RRNQ.GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQ....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1100535 ACNHKQ RS01930 WP 247768370.1 NQFSGGAQSRPQ....QSAPAAPSNEPPM.DFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQ..QSAPQ.....QYSQPQYNEPPM.DFDDDIPF 177
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