
logo

MAE
M
Q
S
D
Q
R

P
Q
Y

L
K
V
ALLIVDDEEPDLICRLELMLDEQMITLAGSRMAGKLIDEKCTHRTLSTAARYNRTLVEGKQEAKRDEQLFLTAQRSEFQHPYFHDALCLTDLMNRSLPDGNSGI

LDLVEKQHWYI
M
V

S
Q
N
Q
N
Q
R

H
YPANQI

TP I
V

NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1100401 ACMDCT RS14860 WP 416633759.1 ..MSDYKALIVDDEPDIRELLDITLSRMAIECTTAATLGEARDLLASQPFHLCLTDMSLPDGNGIDLVEWMQNQYPAIPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT...TENALENKLLIGRSLPIQQLRIAIKKI 157
NTDB id 1100401 ACMDCT RS14860 WP 416633759.1 AVITAYGCMDSAITALKTGAFDFVSKPVELPRLRELVESALRLPSESGNDEPPETAPEDDGKLLGESPQIEALRRQARKV 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA......PVDNRLLGESPPMRALRNQIGKL 152
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLF 237
NTDB id 1100401 ACMDCT RS14860 WP 416633759.1 ARSQAPVYISGESGSGKELVARLIHEHGPRRDHPFVPVNCGAIPQELMESEFFGHRKGSFTGATENKDGLFQAAHQGTLF 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLF 232
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGED 317
NTDB id 1100401 ACMDCT RS14860 WP 416633759.1 LDEVADLPMPMQVKLLRAIQEKRIRPVGAKDETAVDVRLLSATHHNLAALVEEGLFRQDLFYRINVIELRVPSLRERATD 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRED 312
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LERAFIYTLCSEDADQTVIDHQAIPEHSHDLHQRPLGADGPAGLRPAGSANTAISSNPFASAGQ
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASA 397
NTDB id 1100401 ACMDCT RS14860 WP 416633759.1 IPILARHILGRLARDYDLPPAQLSDNALTALQAHPFPGNVRELENCLERAFTLSEDDVIHAEDLQLGGGPSTA......G 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......Q 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1100401 ACMDCT RS14860 WP 416633759.1 ..DTRDSTDFPD..PAESGMDLESYLESIERATLEKALEQTDGNKTAAARQLGISFRALRYKLKKLGMD....... 457
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..EGAAS........LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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