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NTDB id 110035 ABXS88 RS12540 WP 353672382.1 .MAYSSSKKTRAVALRNYFSPFGNKLVAGGHIEPEQLRQALVQVKKSGRSLPEEIQAITGRALSPDLLRQYKKNQLFELK 79
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus * !!!!!*!!!!!!!!!!!!!!!!!!!!!***!!!!!!!!!!!!*!!!!!!!* !*!!! !!!*!!!!!!!!!!!!!!

logo VLYGVDSLVDPELVAP I
VATQREQMAEL IGQDRFLFIPLDTCRRFYKFVLPLMAQRQDEGTDPPS IVLVAVMVDNPDDNLAAQDELNQRI LRFVKGFLELRR

NTDB id 110035 ABXS88 RS12540 WP 353672382.1 VLYGVDSLDPELAPVATREMAELIQDLIPLDTCRRYKVLPMARQDTDPPSILVVMVNPDDLAAQDELQRILRFKGLELRR 159
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
consensus !!!!!!!*!!!*!!*!! !!!!! !!!!!!!*! !!*! !* !!!!*!! !! !! !!!!!!!*!!!! !! !!!!

logo LVI
VTQDEDFENQLLEQYYAGIQREQELWEAQAVQREKQRADKQDEKRAELDKLANDI

LTDIVGS ILDMNLGEDVKRDEDEDVADDNASLDSKNDANQAPVINLVNKI
V

NTDB id 110035 ABXS88 RS12540 WP 353672382.1 LVITQEDFEQLLEQYYGIQQELEQVREKQAKDKELDKLADITDIVGSLDMNLGEVRDEDADSLDSKDANQAPVINLVNKV 239
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
consensus !!*!!*!! !!!!!!!*! ! ! !! ** !!!! !*!!!!!!*!!!!!! *** !!! !!!!!!!!!!!!!*

logo

L
MAKALQEGATSDIHI

VEPQEETLR IRFRKDGVLHNQAFDPLPRKI
VTPAVVARFKIMADLMDIAERRASPQDGKIRR IYQGRKVDF

NTDB id 110035 ABXS88 RS12540 WP 353672382.1 MAKALQEGASDIHIEPQEETLRIRFRKDGVLHQAFDPLPRKVTPAVVARFKIMADLDIAERRAPQDGKIRRIYQGRKVDF 319
NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDF 320
consensus *!!!!!!! !!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!

logo RVNTI
LPSRYGEKVCLR I LDNSTATQLGLDFKL ITNEPETLNQTVRELAASRPYGL IMLVTGPTGSGKSTSTLYSVLAERNSPEVNIN

NTDB id 110035 ABXS88 RS12540 WP 353672382.1 RVNTIPSRYGEKVCLRILDNTATQLGLDKLITNEETLNTVRELASRPYGLILVTGPTGSGKSTSLYSVLAERNSPEVNIN 399
NTDB id 1410 SGL RS13950 WP 010873519.1 RVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNIN 400
consensus !!!!*!!!!!!!!!!!!!!!*!!!!!!! !!!!*!!!*!!!!!! !!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo TAEDP I EYASLPGITQVQVIREKGMDFASNI LRAFMRQDPDVI LVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAGAIAR
NTDB id 110035 ABXS88 RS12540 WP 353672382.1 TAEDPIEYSLPGITQVQVIREKGMDFANILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 479
NTDB id 1410 SGL RS13950 WP 010873519.1 TAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 480
consensus !!!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LDEMGVEPFMVSGASLLGVLAQRLMRKRVCTECR IAPYHNPGSKREELSRFGFLSAI SGDESVI
VTFYKQANSLSPDE IHELARKQKTGNTLCPQK

NTDB id 110035 ABXS88 RS12540 WP 353672382.1 LDEMGVEPFMVSGALLGVLAQRLMRRVCTECRIPYNPGREELSRFGFSISGDESITFYQANSLSPDEIHEARKTGTLCPK 559
NTDB id 1410 SGL RS13950 WP 010873519.1 LDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQK 560
consensus !!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!*!*! *!!!!!!! ! !!!! *!!! !!!!!!!!!! !! ! !!*!



logo CNSGSGYKGRVGVYEVMRNSER IAESL INEQGATTDRIKDCAVEEGMI
VTLLAYSLNLVQEGYTTLEEVERVTFTDTGLESELMR

NTDB id 110035 ABXS88 RS12540 WP 353672382.1 CNGSGYKGRVGVYEVMRNSERIASLINEGATTDRIKDCAVEEGMVTLLAYSLNLVQEGYTTLEEVERVTFTDTGLESELR 639
NTDB id 1410 SGL RS13950 WP 010873519.1 CSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMR 640
consensus ! !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo AKRKSALTCRTCAQAELQQEWLDCPYCMTPSRFST
NTDB id 110035 ABXS88 RS12540 WP 353672382.1 AKRKSALTCRTCQAELQQEWLDCPYCMTPRFT 671
NTDB id 1410 SGL RS13950 WP 010873519.1 AKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*
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