
logo MASTEKTDNFYASKQLYGLQAYAAYGQGNYQTEASVSTHYIDEEQLMAAEADFPEQDPNVLLLQRGHI SY I
VGLEHQYADLVAHQQAKYEQGQVI
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LSDRQDL IVDECA

NTDB id 110021 ABXS88 RS01600 WP 353673456.1 MASEKDYAKLYGQAYAAYGQGNYTEAVTYIDEMAEAFPQDPNVLLLQGHISIGLEHYDVAQQKYEQVLQLSDRQDLVECA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
consensus !!*! * !!! !!!!!!!!!! !! **!* *! !! !!!!!!! !!! *!!!*! *!*! ! !* !!!!!!**!!
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DWDESTAGVFSTDEEDFGEPTLGKRATGPPSEPPTNSPGM

NTDB id 110021 ABXS88 RS01600 WP 353673456.1 QAALAQIQGVGTAKTGQSFTTMGTASEANGISWKDSIPEDWDMGID....DLDWDSAVFSDEDFGEPTLGKTGPEPS... 153
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEP................RGNGAKDSLDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGM 144
consensus * !!*!!! ***************** ! !!!** !! !!**** * !***!!**!!!!!!!!!* **** ***
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H
TPFLGERSPSAQASVEVVPAANPFTADPFESQAFGDTGSGKAIDRSWDYAEAIAENTI

LDWDSPSEALFRTDEDELVADKSDDEDQTML
MPDQTVGAESTFVVPPASFVEGEPGS

NTDB id 110021 ABXS88 RS01600 WP 353673456.1 ATPLGESPQAVEVVPAANPFTADPFESQAGDGKIDWDAAATIDWDSELFREEVAKSDDEDTMLPDVGASTFVVPPSVEPS 233
NTDB id 1418 SGL RS04210 WP 010871656.1 DHPFGRSSAS..................FGTSGARSYEIENLDWSPEAFTDDL.DSDDEQTMMPQTGESTFVVPPAFGEG 205
consensus *! ! !* ****************** ! *!! *! ! **** !!!! !!*! ! !!!!!!! *
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YPAPYQATWDMDGDGDETWDSEADLDGLSLLEHDEDNPVEPATLVAQQSASPTMPATASEGDYGAGQNLNLNPSASFTDPAGFEEPGSNVEF

NTDB id 110021 ABXS88 RS01600 WP 353673456.1 PALNFAERGNGQTPFDLASPGAEASPAYQAWMDDETDEDLDSLLEHENVPTVQSSPTMAAE...AQNLNSATPGFEPSNF 310
NTDB id 1418 SGL RS04210 WP 010871656.1 IA.DFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGL....DDPEALAQAPTPTSGDYGAGNNLPSFDAFEEGVE 280
consensus *!* !!* * ** ** * * !*!! ! * ! ! ***** ** * !!* ***! ! * **!!*

logo DDELASDFDNLTDI
LAPELPDSSLFSTQAGTANALDL ITGASVGSER I
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E
TQEGGIDATSVAVHTGLAGGNAAPPPGMAVTWLKPDEEGAGAGTGNDFLSGSASTSPRFNVDKRP

NTDB id 110021 ABXS88 RS01600 WP 353673456.1 DDLADFDLTDLAPELPDSSLFTQAGAALT.ASSELQAEQEIDASATLAGAPPPGMVTWLKPEEGGTNDFSGASSRFV.KP 388
NTDB id 1418 SGL RS04210 WP 010871656.1 DELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHGGNAAPPGMATWLKPDGAATGDLSSATSPFNDRP 360
consensus !*! !! !!!*!!!!!!!!!!*!! *! * ! ! * * !*!!!! !!!!!* **! ! ! !*!*! **!

logo TSVE I
VDAPGFWLGWFTNAPSLFKRKQI

LYLMAI
LASTGLVAFSGFLAVI

LVLVGNASAI LVAGLMGGQGTKPKTDSPVPAPTPSGETTTEAPATEPGAKPTAESGKPQAAPNSQSATPAE
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 TVEIDPGWLGWFTNAPLKRKQLYLALATGLASGLAVIVVNAALAMGQGKTSPPATP.......PTPGKTASKPAANSAPA 461
NTDB id 1418 SGL RS04210 WP 010871656.1 TSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAPSGETTTEAPAEGAPAEGQAPSQTPE 440
consensus ! !*!*!*!!!!!!!*! !!!*!*!*!*!* !! !!*!* ***! * *!!*********! *! *! *!* !
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A
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VFL IVNSNRLLMVQRQI

VKQS ITIDDLQNQFDEAS IYEGNFNVRAKVRSEDELGAQLATQRFNYI SQVI L
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 PTVTAPSPLVVAGLTGLVTALATFLVSNLLVRQVKQTIDDLQNQFDAIYEGNFNVRAKVRSEDELGQLAQRFNYISQVIL 541
NTDB id 1418 SGL RS04210 WP 010871656.1 EEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGALTQRFNYISQVIL 520
consensus * * !!*! *! !!** !!** !!* !!* !*! !!!!!!!!* !!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!



logo TATSEAQERAAATTEKAVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLRE IVLQVKKNAAKQVNNR
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 TATSEAQERAAATEKAREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVKKAAKQVNR 621
NTDB id 1418 SGL RS04210 WP 010871656.1 TATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVKNAAKQVNN 600
consensus !!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!

logo NCKTDSESFARNNSSDALRMAEELAVTLNSVQLMTES I EQRVAENAREAEEVAHTSSLTALKGGEAVERTVGGI LQIRETVS
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 NCTDSESFARNNSSDALRMAEELAVTLNSVQLMTESIQRVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVS 701
NTDB id 1418 SGL RS04210 WP 010871656.1 NCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGILQIRETVS 680
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ETARKVKRLAEASQE I SKIVAVI SQIASRTNLLALNAS IQAARAGEAGRGFAIVADEVRQLADRSAKSLKDE I EQIVLQIQ
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 ETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKDIEQIVLQIQ 781
NTDB id 1418 SGL RS04210 WP 010871656.1 ETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEIEQIVLQIQ 760
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo SETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDI I EVSNR INTLVRS ITADTVKRQQENSGSASVASNQVMQS I ELTAQETSQES
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 SETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVRQQENSSSVAQVMQSIELTAQETSQES 861
NTDB id 1418 SGL RS04210 WP 010871656.1 SETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELTAQETSQES 840
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! ! *!!!!!!!!!!!!!!!!

logo QRVAGSLQTLVS I SRDLLTSVERFRLVEQSRSLK
NTDB id 110021 ABXS88 RS01600 WP 353673456.1 QRVAGSLQTLVSISRDLLTSVERFRLEQSLK 892
NTDB id 1418 SGL RS04210 WP 010871656.1 QRVAGSLQTLVSISRDLLTSVERFRVESR.. 869
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*! **
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