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ORISR TR DTV A AR B AR

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK
LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA

QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQEIALNINMFVIAPAKQQAAAPAKQTNIDFRKDGKNAGITIELAALGFAGQPDISQ
QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQENA P APAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ
BN A APE TESVVSVS APE S P AK () (/A | AASAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ

VKT LR ORTRVTLRURDTR T LELTHEAR TR ARILES

QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLITITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTIALQRSLDVADFKTPVQKVTLKRLNNDTQLITITTWGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP

ET ARV LG AS: VAOER LR ALY LD RV AL

KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVEGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD

R AL AL RLARNEE LT RVTS RTL ATV AL )

KAMLQAEKDIADLGALYSQONFQLKYKNVEEFRSILRLDNADTTGNRNTL SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILJALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
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LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVT [ GGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA

AL 1T BTV TP ARG 1P

QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGN TILCISTKRLNTQAMVENGGTLIVGGIYEE NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMTAGN
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K non conserved
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