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NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 MKPSLQVRLSQHLALTPQLQQSIRLLQLSTLELHQEVEQMLEQNPFLEMDEESPTPFDAPAERAAVDRVAEREESDGAAE 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!! ! !! !! * ! * * ** * ! * ** * !
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NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 AAPAEVDAAEFGTTERDDWENGTE........RDDFD..GIRETPSSAAPESDDDLDPHERRAGTGTLQDHLRAQVAGMR 150
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKP....QSDEDDRAPMQLREAEPTQREFLMEQLAPLK 156
consensus *!* *!*** ! *!!!**********! !* ** !***** *!! !* ! * *! **! !*!***

logo LSPERDFKAGALLVI
N
F
VL I ESLDDDEGYLATDGPSLDEDE IALADRLAPADEMLDELVDDEEQREAELALDERLQACALRMWLQSFLDEPATGI

VGARSALASECLTVLQL
NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 LSPEDFAALNVLIESLDDDGYLADPLEDIAARLADMLDLDDEEQREALADRLQCALRWLQSLEPTGVGARSLSECLVLQL 230
NTDB id 1425 RS RS02020 WP 011000369.1 LSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEV........ELDELQAALRMLQSFDPAGIGARSAAECLTLQL 228
consensus !!! ! * * !!!!!!!*!!! *!**! ! !* !********** ! !!*!!! !!! *! !*!!!! !!! !!!
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NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 RTLPRCEAREVAIRICEHSLELLARRDVKKLTAATGAGEDLLRQAQALIVACEPKPGRPFSPAESNIIVPDVVVQKAGRG 310
NTDB id 1425 RS RS02020 WP 011000369.1 QRLDS.PAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAG 307
consensus !* **!***!* !* **!!!!! !! *! ! * !* !* !! * ! !!**! *!! *!!!!!! ! * !
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NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 FKVLLNPDVMPKLRINDLYAQAIRGQRGSAGG..LSSRLQEARWFMKNIQQRFDTILRVSKAIVERQKGFFTHGAIAMKP 388
NTDB id 1425 RS RS02020 WP 011000369.1 WMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRP 387
consensus * !!!!!!!*!!!!!*!!! *! !! !***! *!!!!!! *!!!!!!!!!!!!!! !!!!!!! !!!!! !!!*!
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NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 LVLREIADELGLHESTISRVTTAKYMATPQGTFELKYFFGSSLNTEAGGNASSTAVRALIQQLVSAEDSAKPLSDSQLSQ 468
NTDB id 1425 RS RS02020 WP 011000369.1 LVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAE 467
consensus !!!!!!!! !!!!!!!!!!!!! !!!!!! !!!!!!!!!!!** !! !! !!!!!*!!!! !!! !!!* !!!!! *
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NTDB id 1099962 ACNFWM RS18870 WP 132648432.1 MLEEQGIQVARRTVAKYREALKIAPASLRRAI 500
NTDB id 1425 RS RS02020 WP 011000369.1 LLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus *! !!! !!!!!!!!!!!!!!!** !!* *
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