
logo

MAS
M
R
A
M
G
S
L
VNKVI ILVIGRNLGNQRDPDEMVRTYAMPSNGDGSEAI

VACTNI
L
V
F
T
S
I
VATSREQSTWKRNDRKAMTSNTGQEQRKQRVEEKVRTEWHNRVIVTLFMF

Y
D
G
R
R
K
Q
LAEVIAGEQYLRKKGRGSKPQLVYI

L
V

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1099934 ACNFWN RS05045 WP 132649591.1 ..MASVNKVILVGNLGRDPEVRYAPSGSAICNVTIATSRQWKDKTSGERQEETEWHRVVFYDRLAEIAGEYLKKGRPVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPD.......APS 145
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASD.......APS 145
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDF.GGNQGSGWNQA..PAQTNYNQGGYSDNYAQNNNFNG 151
NTDB id 1099934 ACNFWN RS05045 WP 132649591.1 EGRLKTRKWTDKDGVEKYTTEIIAME....MQLLGGREGGGGG.GGDYGGGDDMG..AAPARRAPAPRPQ....APAPRA 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQ..GGMNV.....PAQQGSWGQPQ....QPAKQH 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1099934 ACNFWN RS05045 WP 132649591.1 .....PAP.....QKSSTGFDDMDDDIPF 166
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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