
logo

MPRPGRPTTEM
R
A
E
K
N
D
K
F
KKGSLTLRSQLMAIPRTYLMKSGHYKALLPFLAGALAMVI

LFATI LVSSTI
T
F
I
N
T
I
V
A
IGPDKRVLAKEKAMTDTATLMATKTGLWIARLRGA

TGKS IDFLDVKYI
NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 MPRPGRPTTERAKDFKGTLRQLIRTMSHYKLPLAAAMLFAILSTIFNIAGPKVLAKATTALATGWIARLRGTGSIDFVYI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL......AGKIDLDKI 64
consensus ********** ! ! !* * * *!! * * !**! !*!* * !! ! ! * ! ****** ! !! !
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NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 GRILLFLLGMYLLSSAFSFIQGWLMTGLSQKVCYDFRRQISEKLNRLPLAYFEKRTVGEVLSRITNDVDTLGQSLNQSIT 160
NTDB id 370 SMU RS04260 WP 002263294.1 GEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLV 144
consensus ! ! ! ! *! !* **** ! !! * ! ! *!*!**!! !!* ** !* !!!*!!!!! * !! !!!*
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NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 QLITSVTTMIGVLVMMLSISPRMTLIALLILPVSLALVLVVVKFSQKYFKAQQATLGVVNGQVEEIYAGHNVVKAFNREA 240
NTDB id 370 SMU RS04260 WP 002263294.1 SMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQ 224
consensus ** * *!! * !!* * * !*! ** ! !** !!* !! !!! !* ! ! !!!*! !!!!! *!
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NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 VVLADFNAANDKLYESAWKSQFLSGLMMPIMNFVGNLGYVAVAIVGSIFAANGVITIGDIQAFIQYVKNFTQPIQQLSQV 320
NTDB id 370 SMU RS04260 WP 002263294.1 QSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQG 304
consensus ! !! !* ! !!!!! !!*!!!*!*!*!! !!! !*!!! ! !! !!*! ! !!* !!* !!!!! !* !
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NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 SNMLQSMAAAAERVFEFLNEPEEAQLADPARRADPADIDGQVTFDHVRFGYTPDKTVIHDFSCTVQPGQKVAIVGPTGAG 400
NTDB id 370 SMU RS04260 WP 002263294.1 ITQLQSANAAMGRVFEFLDEEEIEDENH..KVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAG 382
consensus !!! !! !!!!!! !*! **** * **!*! !!*! !!!*!!!!*!!!!!** *!!!*!!!!!!!!!
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NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 KTTMVKLLMRFYDVDAGSITLNGHNVRDFDRSALREGFGMVLQDTWLFKGTIMENIRYGRLDATDEEVIAAAKAANADHF 480
NTDB id 370 SMU RS04260 WP 002263294.1 KTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHF 462
consensus !!!*! !!!!!!*!! ! !** !*!**! ! ****!*!!!!!!!!! !!* !!* ! * !!! !!!!!!! *!!
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NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 IRTLPGGYQMELNEDASNVSQGQKQLLTIARTILADNRILILDEATSSVDTRTEQRIQTAMDRLMEGRTSFVIAHRLSTI 560
NTDB id 370 SMU RS04260 WP 002263294.1 IKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTI 541
consensus !*!!! !! ! *! *! !!!!!!!!!! *! ! **!!!!!!!!!!!!!!! !! !!!*!!!!!!!!!!!!!!!!!



logo RDNADL I LVMRDGDNI IVEQGSTHDQL IMAEAEGNGFYADLYNSQFETDEEVVAD
NTDB id 1099861 ACLWOT RS08660 WP 416452579.1 RDADLILVMRDGDIVEQGTHDQLIEAGGFYADLYNSQFEDVVD 603
NTDB id 370 SMU RS04260 WP 002263294.1 RNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !!!!!!!!!! !*!!!*!!!!* !!!!!!!!!!! * !
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