
logo MMGSLVAKLFITIVQHKYGTSSRSAI
L
T
S
H
L
M
V
IGLIVDESVQAQPRSTLP I

VSTI
VEVNHVILADSGQNGKSVMLPSGLYFHTMLVGLAPDENVKTESATI

VKEASSQRKEHDRI
V
S
R
A
SAI

L
K
L
V
M
INVASRGNQLYFDQKELYFPCGANRKKR I IT I

VNMLGAPANDLRPKDTESGSG
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 MGLALVQSRALLGLDAPRVTVEVHLANGLPSFTLVGLADVEVKEARERVRSALLNSGLEFPGNKRIIVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE.GFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 RFDLPIALGILAASGQIDGSALADYEFAGELSLSGALRPVRGALATALARHRQQDGARLVLPPGSAQEAAFVPSAQVFCA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD..NQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD..NQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK..QRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV..ERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA..KREIIVPQQNANEVSLVSNTQTYCA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS..KRELIIAKQNANEASLVSDQNTYFA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKV...............................NTREEFHKRVNLFPFDFSEVKGQETAKR 205
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 HHLLDVVRRFIARAAQAETTLDETLQDSGHTDEPQAGEERLCPGPGWHAVQPQPA.....AATHSGPDLAEVRGQAQARR 235
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTS...............................LQSLPPKPDL....LLNNYELDWSDIKGQQHAKN 202
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTS...............................LQSLPPKPDL....LLNNYELDWSDIKGQQHAKN 202
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQ...............................LNLYQTPKKK....ELKAHGRDLQDIIGQQQGKR 202
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQT...............................LSLFQSSPSV....QQVSQTRDLQDIIGQQQGKR 202
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQ...............................LPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKR 205
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEK...............................LPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKR 206
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AMEVAAAGGHNIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVG 285
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 ALEIAAAGGHGLLLVGPPGSGKSMLAQRFAGLLPPMNDDEALEAAAIASLAGRF.TP.QHWRQRPTASPHHTASAVALVG 313
NTDB id 1271 LPP RS03220 WP 011213198.1 AMVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVG 281
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AMVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVG 281
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVG 281
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVG 281
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALIIAASGQHNLLFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVG 284
NTDB id 1349 HI 1117 AAC22771.1 ALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVG 285
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT. 364
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 GGSPPRPGEISQSHHGVLFLDEFPEFARSALEALREPLETGQITIARAARRCEFPARFQLIAAMNPCPCGHWGSTVQRCR 393
NTDB id 1271 LPP RS03220 WP 011213198.1 GGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCM 361
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCM 361
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR.. 359
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GGTIPRPGEISLAHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR.. 359
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GGSIPKPGEISLAHNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR.. 362
NTDB id 1349 HI 1117 AAC22771.1 GGTIPKPGEISLATNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR.. 363
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEI 442
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 CTPDKVARYQARISGPLLDRIDLHVEVSALPPEELLAA..RSGEGSDAVRERVIQARALAVQRQG....CANHQLQGQAL 467
NTDB id 1271 LPP RS03220 WP 011213198.1 CTPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTC 437
NTDB id 1248 GCO85 RS03150 WP 011213198.1 CTPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTC 437
NTDB id 1397 DSB67 RS15690 WP 005535577.1 TNPQAILRYLGRLSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREI 434
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ANPQSILRYLSRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREI 434
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEI 438
NTDB id 1349 HI 1117 AAC22771.1 TSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEI 438
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EHFCELDEVSLLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1099802 H9T68 RS01285 WP 280188933.1 DDHLGLSPEALLFAHKAAARLGWSARGTHRALRVARTIADLAGSTAVETGHVAEAMQYRRVLRMPS....... 533
NTDB id 1271 LPP RS03220 WP 011213198.1 EMVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EMVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 EAFCPLQKSDAEFLENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 EQYCPLLKADAEFLESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 EQDCKLTDRDALFLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 ERDCKLNDKDAFFLEKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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