logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1099785 ACM530 RS13980 WP 017139308.1

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1099785 ACM530 RS13980 WP 017139308.1

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1099785 ACM530 RS13980 WP 017139308.1

125
279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1099785 ACM530 RS13980 WP 017139308.1

125
279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

AEYERIDRLILDS

1 SISSPUEEVRAEMRYSLICE,._ P KLARVTSIOARTKE EfF

A RHAEYE g@zAQIK =ieYe

ey G PRy

MAKEK3Y [€CIyaC GLYN3P K AGQCTECG FINELTIHTHIEEGGAARPTGRAGWTGQQAQIK TINNARE VEEMPIIF SEYA S GaL

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF|

Pl sk Dok ook D bk D sk Dok Dok DDk | * o * %k %k k * ok >k >k ok k * %k * kokokokokok Dok |okokok |

OGSO P OTLL s cnWS SRR omsryyef T i

RVLGGG VGS VLIGGDPGIGKST LLQpyHes GEES[NQQ JY' RARIRLGIH) 183 |IGYE T[N S )i

VLY SGEES\JJQWKLRA RLGIY BN | ET M [ B
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR

NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
T [N | I I I I I I | [ * kxk kkk 11 [ B RS S Pl Dl D skskeoskskskskskskkok |1k *

------------ s RE B e B

AEVERIQOPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIATIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIOPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIATIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQOPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
TEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
%k %k sk k ko |k ok ok L eskskkk k% | | I I I I P | ok b % | T T T B e O I I O A I A A A A A

ERFTRANE ST 8 cxc LU e 5o TR AR

EGERHHTFRILRAVKNRFGSTNE GIFEMANAGLPEVLNPS FLEEREEG BGSSIg¥) MEGTRPILWE QAL PTHF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
1 Dol bbb Eokse L LD D sk kokorokok ||k ook PEELL sl Pl %

159
160
156
156
156
156
156
156

239
240
236
236
236
236
236
236

319
320
316
316
316
316
316
316



TRl LR ALCKTAN NIE ALK e P T

NTDB id 1099785 ACM530 RS13980 WP 017139308.1 399
NTDB id 125 BSU 00870 NP 387968.1 400
NTDB id 279 KZH43 RS00140 WP 074017595.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLT 396
NTDB id 238 SPD RS00140 WP 074017595.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT 396
NTDB id 204 SPR RS00140 WP 074017595.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT 396
NTDB id 169 SP RS00155 WP 074017595.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT 396
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT 396
NTDB id 509 SM12261 RS00130 WP 078228442.1 GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT 396
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NTDB id 1099785 ACM530 RS13980 WP 017139308.1 455
NTDB id 125 BSU 00870 NP 387968.1 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 204 SPR RS00140 WP 074017595.1 GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
NTDB id 169 SP RS00155 WP 074017595.1 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 453
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