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NTDB id 1310 DR RS09495 WP 010888490.1 MLPHERLWQVALAAGALLVGGLTLGPALLPRPQLPTVTRTALPPVQADANAEPRTYPTT...........ASVTPLISGR 69
NTDB id 1272 LPP RS04360 WP 010946546.1 ...MKARLIAILLSFI...........V..............IPFSSQAENEPQKTPAK..............QVLVKGK 38
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ...MKARLIAILLSFI...........V..............IPFSSQAENEPQKTPAK..............QVLVKGK 38
NTDB id 1294 VP RS04495 WP 021449594.1 ...MKWI.....LTLC...........L..............VVFAPLSLAA.DTKADK..............YEGIEIT 32
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...MKWM.....LTLC...........L..............LILAPMSWAETKTKADK..............YEGIEIT 33
NTDB id 109962 ACGHAD RS09895 WP 382415317.1 ...MKRLFCSFLIAIT...........S..............VVFSPLAVI..AAEPDT..............AASTVAP 36
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLFTSVVLCGA...........L..............VVSSSFAEE..KATXQTAQSVVTTQAEAQVAPAVVSDK 50
consensus ** * *** * **** * * * * ** **
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NTDB id 1310 DR RS09495 WP 010888490.1 VNLNTASQEQ.LEALPKVGPAMAKKIIAGR....PYHSLADLDRVKGVGEATLRTLTPLVKW..... 126
NTDB id 1272 LPP RS04360 WP 010946546.1 INLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 INLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1294 VP RS04495 WP 021449594.1 VNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL..... 95
NTDB id 109962 ACGHAD RS09895 WP 382415317.1 ININTADAQE.LTALNGVGEAKAEAIIAWREENGPFEKVDQLLEVNGIGEATLSDIRKRVVL..... 97
NTDB id 1362 HI 1008 AAC22669.1 LNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
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