
logo MFYLYQSNRLESLAALFASR IQKQLVKQPLKCHALQTAPEEQI IVVQSQGMRRYLNSSTCYLAKRDELGVAANLAKFSLPAGLTWKRLMKREKL IPGNI
V

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 MFYLYQSNRLESLAALFSRIQQLQPLKHALTAEEIIVQSQGMRRYLSSYLAKELGVAANLKFSLPAGLTWRLMRELIPNV 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!!!!!!!!!!!! !!! * !!! !! *! !*!!!!!!!!!! **!!**!!!!!!! !!!!!!!!!*!!* !!! *

logo PAELSPFASPEVMRWRLLADLFRSAEAEFQNTAGASEFEDIVRNKVLQDSYLGRSGESADYHQLAGQLADI FDQYLVYRPQWIDAWQEQGKR I
LLDG

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 PALSPFSPEVMRWRLLALFRSEAFQTASEFEIVRNKLQSYLRSGESADYHLAGQLADIFDQYLVYRPQWIDAWQEGKLLD 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! !!!! !!!!!!!!! !!!! !! * !!! !!! !! !! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !**!

logo LGDEDE IWQASKQLWRFYLDDGRQSTAVPHRVALWEKTLLAANLDSKPDQKNLPERFYFVFGI STMAPMYLQLLHQAKI
LSEHCDVFVFALNPSEGMQ

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 LGEDEIWQAQLWRFLDDGRQTVPHRVALWETLLANLSPQNLPERFFVFGISTMAPMYLQLLQAISEHCDVFVFALNPSEQ 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!*!!!!! !!!*!!!!!!* !!!!!!!! !!! ! * !!!!*!!!!!!!!!!!!!!!!* *!!!!!!!!!!!!!!

logo HWGNVI EAAQI LKGSGDGDPVDLSTQATGHPLLASLGKQGRDFFDFLNSE I
ME I

MEETEPTVPYEVFTEESGSGGRADTLLHARLQNTDIQNTLKSLMPSENDV
NTDB id 1099583 ACM67B RS09165 WP 416189356.1 HWGNVIEAAQILKSGDDVDLSQTGHPLLASLGKQGRDFFDFLSEIEMETPVYETESSGGATLLHRLQNDIQTLSLPSEND 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
consensus !!!!!!!!!!!!! ! !*!!*! !!!!!!!!!!!!!!!!!!! !*!*! * * ! ! !!!! !! !!! ! *!!!!

logo

G
V
G
S
QGDA

V
G
L
L
T
D
SDGS IVCR I

VVSAHSPLRELQI LKDKQLLHKI LHEHPDWQPHDIAVLTPNI EPYSTPF I EAVFGQRAAQDPGATQALPYS IVS
NTDB id 1099583 ACM67B RS09165 WP 416189356.1 VGQGDALLSDGSVRVVSAHSPLRELQILKDQLLHILHEHPDWQPHDIAVLTPNIEPYSPFIEAVFGRAADGTQALPYSIS 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 GS...VGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVS 397
consensus *** !!!***!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! *! !!!!!!*!

logo DVKI
LSRRQPFLFYALECQVLSADLLESRFEVDGKVLAPLLDESTAHLPVLQNRRFEGI

L
S
T
G
KDDLPLLHDMTI

VADELNVHWGLDGEKMRGAGATDDQLFTW
NTDB id 1099583 ACM67B RS09165 WP 416189356.1 DVKLSRRQPLFYALEQVLALLESRFEVDKVLPLLDSHLVQNRFEISKDDLPLLHDTIAELNVHWGLDGKMRGAADDLFTW 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 DVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTW 477
consensus !!!*!!!!! !!!!!*! !!!!!!!! !!!*!!****! !! ** !!!!!!!! *!*!!!!!!!!! !!!* ! !!!!

logo

K
QQAALDSRLMI

VLGWMLPEGGDNGPMWQDNVSAWHYAGDVNQLTAMVFGSRFATAFLMEQTLASDI
TAQR I

TWQRQTAPATVDGEWI
V
A
ERCVRDQLHLDEGTLFAQALGDPD

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 QQALSRLVLGWMLPEGGDGMWQNVSAWHGDVNQLAVFSRFTAFMQTLADTAQTWQTAATVDEWIERVRQLHDGLFALGDD 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 KQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPD 557
consensus !! !**!!!!!!!!! *!!! !!!!**!!!! !*! !! !!* !! ! ! ! *!!! !!* !*! !** !! !*!



logo DQKYAAVQNQFLENQAELWVKWQEQESVATLASGFFSDGMQLPQHQTVIRHIRSRFLDSSESEQAGFLRGGI
MTFCSMVPMRSLPFKVI

LCLLGLNDGD
NTDB id 1099583 ACM67B RS09165 WP 416189356.1 DQYAAQQFEQALVKWQQEVALSGFSDGMLPQHTVIRHISRFLSSESQAGFLRGGMTFCSMVPMRSLPFKVLCLLGLNDGD 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 DQKAVQNLENEWVKWQEESTLAGFF.GQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGD 636
consensus !! ! !* !* !!!! ! ! !! *! !!!*!!!!!! !!! !!! !!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!

logo FPRNTKAPATVFDL IVAKHPAKKGDRARRDDDRYLFLEAI
L I SARE I LYLSYI

VGRDS IRVKNDAEELAPSSASLLGSEL IDTI
VAAEMTGKTNRSKR

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 FPRNTKPTVFDLIAKHPKKGDRARRDDDRYLFLEAIISAREILYLSYVGRSIVNDAELAPSALLSELIDTIAEMTGKRSK 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 FPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSR 716
consensus !!!!!!* !!!!*!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!! ! ! !!!*! !! !!!!!*! !!! !*

logo

D
QLALAQNWI

V
E
RQHPLQAFSRTRYFQELGQDGRSSADGKI

L
F
I
G
STRRTDYAAQALGNEQATAPHRPSEKPMPQTPFFDKQPLVEGNAEDEEPLVAPSEI IVGTQDNEF IGRFWKRN

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 DLLANWVRQHPLQAFSTRYFQLQDS.AKLISTRRDYAQALNEAAHRPSEKMTPFFKQPLGNEDELPSIVTQNEFIGFWKN 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 QLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTP....EPPQPFFDQPVENAEPVA.EIGQDEFIRFWRN 791
consensus ! !!* !!!!!!!! !!!! * * !! !!! !! *****!** !!! !!* ! ***** * ! !!! !!*!

logo PVKAVWLQRHQTLAGWRSEPHYI
R
D
GEAWEPSAEPFEPEQHQAGEKQIADEATYI

L
E
GARREQGRQDFASAQTVAEATKR I

L
A
NAESLLPSTGELGKSLWQQRSFQATAAK

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 PVKAWLRHTLGWREPYRDEAWESAEPFEPEQGEKIADAYLEARRQRQDFAAVETKLNAESLLPTGELGSLWQQRFQAAAK 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 PVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAK 870
consensus !!! !! * !*! !!* !!!!*!!!!!! **! !!* !* !!! !!! ** !!!!!!*!!!! !!!! !! !!!

logo QI
LDQTADLVLENSPKLVPPFVAPYAE I
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V
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VAFLLLEHLVI
LFCNAVMRPSEASESTGRQSTFYFIVQSNSDG

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 QLDQDLLESPKVPPVAYELAFGQQTLSGSLNHVYQCGQILFRNKKLNAPERIALLLEHVLFNAVRPSESESGQSYFVSND 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 QIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSG 950
consensus !*! *! !!!*!! *! ** ! ! !!! **! !!!* * !*!!! !*! !!!!**!*!! !!! !* !** !

logo ETEVVLYAPE IADQRDQRTAHLDQI
LLQSETWLMATFYFYNIGQHNRPLPFFAKTSLAAAEAFYALKQKQDEWEAALQKSAKAI

Q
G
TAYFYGNSKVSKPGQGKDSYTEVAL

NTDB id 1099583 ACM67B RS09165 WP 416189356.1 ETVVYPEIDRQTAHDILQTWLTYYNIGQHRPLPFFAKTSLAAAEAYLKKQEWEAAQSAAIGAYFGNKVSPGQGSYTEVAL 1039
NTDB id 1133 OK783 RS06970 WP 010951252.1 ETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVAL 1030
consensus !! ! *!! !* *! !* **!!!!*!!!!!!!!!!!!!!!!* !!*!!!! ! !!*! !!!*!! !!!!!!

logo VFGHNADDSEQNSPLDEQTPLFENLAI IRELLMALDVPTLALAIAEVKSRTESGKETAGAA
NTDB id 1099583 ACM67B RS09165 WP 416189356.1 VFGHDDESPLDTPLFENLIIEMLVPLLIAVSTSKEA.. 1075
NTDB id 1133 OK783 RS06970 WP 010951252.1 VFGNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !!!* !!* !!!!!! * *! ! ***



X non conserved

X similar

X ≥ 50% conserved


