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MVELLYQFLLRAYIKIDEFKLITKQEW
YKLIYI IV I SCATVVGL IGMLVLLVI

GGF IFFLWLRKQPDADPYQTSPRVNKFEETNKLDQNTAAELVKQSTASAEVNSNSKSDLSVKSLVEEKDEVQNVKKEDEGKDENESPKL
NTDB id 263 KZH43 RS04195 WP 000387330.1 ME.......AIIEKIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEV...AAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ME.......AIIEKIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEV...AAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ME.......AIIEKIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEV...AAVSKDLVSEKEVNKEEKEEPL 69
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 1242 Cj0011c YP 002343483.1 ................................................................................ 0
NTDB id 1099580 ACM67B RS07490 WP 416190495.1 ................................................................................ 0
NTDB id 1127 NGFG RS10560 WP 003703428.1 ................................................................................ 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ................................................................................ 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ................................................................................ 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ................................................................................ 0
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NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLG...TA 146
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLG...TA 146
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLG...TA 146
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVK 159
NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVK 159
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................M..KKLLFLFFAL. 11
NTDB id 1099580 ACM67B RS07490 WP 416190495.1 ..................................................................M..KKILFTALATL 12
NTDB id 1127 NGFG RS10560 WP 003703428.1 ......MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM..KKMFVLFCMLF 44
NTDB id 1126 NGFG RS09375 WP 003703428.1 ......MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM..KKMFVLFCMLF 44
NTDB id 1125 NGFG RS07215 WP 003703428.1 ......MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM..KKMFVLFCMLF 44
NTDB id 1108 NGFG RS06525 WP 003703428.1 ......MSRGGA..TP..YRFL........................LIRHIVARCGLLFATLKGKTM..KKMFVLFCMLF 44
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NTDB id 263 KZH43 RS04195 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD.......... 216
NTDB id 222 SPD RS04535 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD.......... 216
NTDB id 188 SPR RS04295 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD.......... 216
NTDB id 20 SA RS08005 WP 001802022.1 NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI........... 228
NTDB id 36 MW RS08230 WP 001793467.1 NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI........... 228
NTDB id 1242 Cj0011c YP 002343483.1 .TAFLFGAVNINTATLKELKSLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE.......... 79
NTDB id 1099580 ACM67B RS07490 WP 416190495.1 AASISAAAVNINTASESELTALPGIGPAKAKAIAEYRKQHGSFKTVDELKNVKGIGEGIFSKLKNEATVTAPAKKAARP. 91
NTDB id 1127 NGFG RS10560 WP 003703428.1 SCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1126 NGFG RS09375 WP 003703428.1 SCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1125 NGFG RS07215 WP 003703428.1 SCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
NTDB id 1108 NGFG RS06525 WP 003703428.1 SCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKP 124
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VLPAVKK
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....... 216
NTDB id 222 SPD RS04535 WP 000387330.1 ....... 216
NTDB id 188 SPR RS04295 WP 000387330.1 ....... 216
NTDB id 20 SA RS08005 WP 001802022.1 ....... 228
NTDB id 36 MW RS08230 WP 001793467.1 ....... 228
NTDB id 1242 Cj0011c YP 002343483.1 ....... 79
NTDB id 1099580 ACM67B RS07490 WP 416190495.1 ...AVKK 95
NTDB id 1127 NGFG RS10560 WP 003703428.1 VLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 VLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 VLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 VLPAVKK 131
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