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NTDB id 1099575 ACM67B RS06230 WP 416188913.1 EGRIQSRKYQGKDGIERTAYDIIA....SEMKMLGGRNDNSGGAPYNDGGYDQSGY..QGSQGGYQQSAPQ..QSYQSAP 148
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG......Y..GQSQEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG......Y..GQSQEAYQRPAQQSRQPAPDAP 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....QGSWGQPQQPAKQH..... 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNF..... 149
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NTDB id 1099575 ACM67B RS06230 WP 416188913.1 AHQQEAPSAPPAAPARRAPTAPAAPVDDIDDDIPF 183
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAA.....PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAA.....PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....Q..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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