
logo MSAHPS IVHRAFADPLSTAIP IQSGTNL I EASAGTGKTYGIAALFTRL IVLEKQKMPSVDEKRVLVVTFTKAATAELKTRLRARLDDEVLQAVLE
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 MSHSVHAFAPLSIPIQGTNLIEASAGTGKTYGIAALFTRLIVLEKMPVDKVLVVTFTKAATAELKTRLRARLDEVLQALE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!****!! !!* !! !!!!!!!!!!!!!!!!!!!!!!!!!!!! *!**!!!!!!!!!!!!!!!!!!!!!!!*!!! !!

logo SKVAE I
NAELGDADETDLSDGI

L
A
N
A
QYCAEEREHHYEPGDTVFLKPAGLLEQQALAQKQESQRATRL IVRLKAAIGDQFDNAAS IYTIHGFCQR I

VLRDFYAFLC
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 SVANA....AEDSDGLNQYCEREYPGDVFLKGLLQQALAQESQARLIVRLKAAIGDFDNASIYTIHGFCQRVLRDFAFLC 156
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ! !**** !!!* !! ***!! !!**!! !!! !! !!!!!!!!!!! !!!! !!!!!!!!!!*!!!*!!!!

logo QATPQFDVELATDEDEDSGRDERLLVPAQDFWRERVSGNDHPQVLAAKLAVFKHRKQAYTVPQKTMVLAFEQIQRASFYLTSRPYLNRFRRPEQANDLLAKEQASQQRDNAVAEQTST
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 QTQFDVELADDSRERLLVPAQDFWRERVSNHPQLAKLVFKHQYTPQKMLFEIQSFTSRPYLRFRRPENLLAESQQNVAQT 236
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus ! *!!!!! ** *!!!!!!!!!!!!!!! *! !! ! !!* !! *! ! * !!!!! !!!! ! ! *

logo WAQNTVCKRTLNLPEKLEKAEGSFWR IHPDNLNGNSYRKTNSTFGQENLFKEQLATHQAKASAEAQDGQYLPCKLDKDNTHDEKRLLPKMF
L
G
S
A
SDKVLAEAEGKALKKGKQSTLPDAA

NTDB id 1099574 ACM67B RS05815 WP 416188850.1 WANVKTNLPKLKESFWRIHPNLNGNSYRTNTFQELFKQLTHAAEQDYLPK....NHDKLPMFGADVLAEKAKKGQSLDAA 312
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus ! !* !! ! !!!!!! !!!!!!! !*! !!! ! * !!***** !**!* ! ! !!! **!!!

logo

A
V
F
LADELQKMLADNFLGRDLHNAQALAEAEAEEENTATLMI

T
L
RLKQLDL ILDEHYI

LNQSASLAEMQKKSRRERGTFDDLLLDVFHNTALQTPDTNPHAEQATLPAQRAVAAE
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 ALADLQMLANLGRDLHQAAAEEENALTLLKLDLLDHINQALAEQKKSRRERTFDDLLLDVFNALQPTNPHAQALAQAVAA 392
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALT.DNPHAETPARAVAE 399
consensus !*!! !! !!!!* !! * ! !!!****! !!! !!!!!!! !!!!!!!!* !! * !!!! *! !!!

logo

N
TWEQI

VAL IDEFQDTDPLQYEQI FQSEKI F IARQRNKRPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQRHQHRYTLATNFYRSHAAKL IGNGS I
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 TWQVALIDEFQDTDPLQYQIFSEIFIRQNKPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQQHYTLATNFRSHAKLINGI 472
NTDB id 1132 OK783 RS01905 WP 010951035.1 NWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSI 479
consensus ! *!!!!!!!!!!!!!! !! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! **!!!!!!*!!!! !! !

logo GALFQRCLKENRPFVLENIDGYNSEPVGAARAEESRLSPKSRPAVVQLVRWLHEGNDENTEKPALNKDVLRKRRAADEYCADE IAFRALNEAASEGGRLN
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 GALFQCKNRPFVLENIDYNPVGAAREESRLSPSRPVVQVRWLHGNETEPLNKDVLRKRAAEYCADEIAFALNEAAEGRLN 552
NTDB id 1132 OK783 RS01905 WP 010951035.1 GALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLN 559
consensus !!!! *! !!!!!!!! ! *!!!!! !!!!!! !! !!*!!!! !* !* !!!!!!*!!!*!!!!!!! !!!!! !!!!



logo FKRDERPLEQSGDIAVLVRTHNEAGSVMIASAQALKKSRQR I
VQSVLLHSRESVFASPEAAQAGLASAL ILDGFWLENPRRATEGSTLRFAVLSTGSGVI

LFGYD
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 FRERPLESGDIAVLVRTHNEGSMIAQALKSRRIQSVLLHRESVFASPEAQGLAALLDFWLNPRRTESLRFALSGVLFGYD 632
NTDB id 1132 OK783 RS01905 WP 010951035.1 FKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYD 639
consensus !**!!! !!!!!!!!!!!!!* !! !!! ! *!!!!!*!!!!!!!!!! *! !!* !!! !!! *!!! !* *!!!!

logo ADQAQLHYADFLNQNSEASDE I
LLHTWAIDESAERRTAALDQI

LWQKQKYGI FYATAMQHQFSAQETHGI ETRLLSDRGNNGRSLTNYFHQLLELRLASAEEDNAEQNSHRNSPA
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 ADALYALNQSEADLLTWIDSAERAAQLWQQKGIYTAMQHFSAEHGIETRLLSDGNGRSLTNYHQLLERLSEENEQSHSPA 712
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPA 719
consensus ! !* !! ! **!*! *!! ! *!! !!* !!!*!! !!!!!!!!! !!!!!!!!*!!!! ! ! ! * !!

logo

A
SLHKQWLLRADQINSLAEGNGNGKGSDNNRAVI

LRLESDEADLVKIVTMHAASKGLQYPLVYCPFAVWDAQDNTGKAPHSDWQI LHQRDGADGNERASELLAEK
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 SLHQWLLAQINLAENGNKSDNNVLRLESDEALVKIVTMHAAKGLQYPLVYCPFVWDAQDNKAHDWQILHRDDGESELLAE 792
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALHKWLRDQISLAGN.NGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAK 798
consensus !! !! !! !! !*! !! *!!!!!! !!!!!!!!! !!!!!!!!!!!! !!!!! **!!!!!! !!!!

logo

A
HQLDSDEDSDEHQKVQLYADEEMAERLRLLYVALTRAEEQLNIYAAYCSQSDTADDNPTFLAYL ILEGHLAPDQDSSTREATVKRARATYAECGEKRKAGKGAADEG

NTDB id 1099574 ACM67B RS05815 WP 416188850.1 HQLDDDDHVQLADEEMAERLRLLYVALTRAEEQLNIYAAYCQDTDDNTFAYLLEGHADSTREAVKAAYEGERKAGKGAAE 872
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK......DG 872
consensus *!! * ** ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !! !!* !!!*!!** *!! !* ! *!*******

logo

I
M
A
TMLKNRNWRTKRFVAIDNGNAQAANPAEGNTDFTVFTEDATPLPPSAAYHRGSGNAQDQAQADAVAEFYAQAANHS IPEPRGFERFYI

VRHTSFTAGLSRHTVKQATHPDGEGEREDEAL
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 MAMLKNNWTKFINGQAANENTDFVFTEDTPLSAAYHSGQQADVAYQAAHIPPRGFEYIRHTSFTGLSRHVKAHDGEREEL 952
NTDB id 1132 OK783 RS01905 WP 010951035.1 ITMLKRNWRRVADNA..PAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDA 950
consensus * !!! !! * *** !!! !!!! !**!!!* * ! *!!*!!! **!!!!!!*!!!! !! !*

logo

C
QPSLDAAESTNS IVPRAPMSEPNSVEVQTEPNTADHSDGKI

LS IHDHFPKRGTNQAGLCLHDE I
MLEDNFLDKFGQQSAPAAEQESETLQIALDEKTLKTKRYGSFEE I

KWLPAVAMET
NTDB id 1099574 ACM67B RS05815 WP 416188850.1 QPSLDAAESNIRPSENVVQENDHDKLSIHHFPRGTNAGLCLHDMLENLDFQSPAAEQSEQILETLTRYSFEEKWLPAVMT 1032
NTDB id 1132 OK783 RS01905 WP 010951035.1 CPSLDAAETSVPAMP.SETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAE 1029
consensus *!!!!!!!* *** ** * *! *!!!*!!*!!*!!!!!!**!! ! *!!!! ! * ! *! !!! !!!!!

logo MALDEACCREKTP I
L
S
TGAKDYGTLSDIPQPGSCERLRPEMGFTLHYMTEQDFGNLAKARLRDTWFLAQRDPDHI

L
G
RLPEPEVC I

R
A
EAAEQRTLDFHQDTVNQGFYLNGF IDMTV

NTDB id 1099574 ACM67B RS05815 WP 416188850.1 MLDCCRETPISGKDTLSDIQPSERLPEMGFTLYMQDFNLAALRTWFAQPHLGLPPECIEAAQRLDFQDVQGYLNGFIDMT 1112
NTDB id 1132 OK783 RS01905 WP 010951035.1 MAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMV 1109
consensus ! **!! !!**! !!!!*! *! !!!!!!!* !! ! !! ! ! *** !!* ! !! !!!* !*!*!!!!!!!



logo C I
Q
A
D
P
SDGNQI

VC I
V IDYKSNHYLGANAASAYTPRQAMDNEAMVAGEHHQHYYLQAL IYAI

VAAVAGRYFKLRGLQAPLPAPAQI
V
A
SVRYLFLRGLMDNGKTEGGNG

NTDB id 1099574 ACM67B RS05815 WP 416188850.1 CIASDGQVCVIDYKSNYLGANAAAYTPQAMNEAMGEHHYYLQALIYAIAVGRYFKLRGLALPQIAVRYLFLRGMNGTENG 1192
NTDB id 1132 OK783 RS01905 WP 010951035.1 CQDPDGNICIIDYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGG 1185
consensus ! *!!**!*!!!!!!*!**** !!!*!!! !!****!!!!!!!!!!*! *!!!!!!! *** * !!!!!!!!* ! !

logo

I
VWRSWDIDAAEADLAEDQI

W
K
V

NTDB id 1099574 ACM67B RS05815 WP 416188850.1 IWSWDIDAEDLADWV 1207
NTDB id 1132 OK783 RS01905 WP 010951035.1 VWRWDIDAAALEQIK 1200
consensus *! !!!!! !

X non conserved

X similar

X ≥ 50% conserved


