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NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
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NTDB id 1115 OK783 RS00485 WP 003698035.1 ..............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGI 193
NTDB id 1092 CAD91899.1 1..2286( ) VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGI 231
NTDB id 1100 NMB RS09455 WP 002225652.1 VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGI 239
consensus * ****************!***** * * **** ****!*!!*******!*

logo

V
I
V
E
I
L
D
S
A
L
A
P
S
L
D
T
G
P
F
S
T
A
L
GSQPDVIKQSEQEQGRHGDKRHVIRVI ILVDTFLAKKNTHPQTLPDTQATALRQVRNRSLDVGKADFANKTPVQFNKVNTALSKAR I

Q
L
G
S
N
D
N
A
R
DTSQI

L
T
I I ERTPTKSTAGLNYWDE I

Y
L
L
N
V
T
V
N
Q
Y
K
Q
S
T
AAADPNGRY

NTDB id 1193 PAKAF RS26665 WP 003161249.1 VVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQT.DNR 256
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVT.....SDGGQEGKE 409
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDATSGIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVT 566
NTDB id 1099566 ACM67B RS02480 WP 416190011.1 SNLGNTH.SVLALNP...NINLPITHTPT..............TSIALVRSLSSGALGLELAAAESQNKSKTISNPRILT 551
NTDB id 1115 OK783 RS00485 WP 003698035.1 VNSGFGGGDKWEAQT...KINLPVAA.AA..............NSISLVRAISSGALNLELSASESLSKTKTLANPRVLT 571
NTDB id 1092 CAD91899.1 1..2286( ) VNSGFGGDDKWGAET...KINLPITA.AA..............NSISLVRAISSGALNLELSASESLSKPKTLANPRVLT 609
NTDB id 1100 NMB RS09455 WP 002225652.1 VNSGFGGDDKWGAET...KINLPITA.AA..............NSISLVRAISSGALNLELSASESLSKTKTLANPRVLT 617
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 NAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR. 714
NTDB id 1099566 ACM67B RS02480 WP 416190011.1 NTQAMVEDGGTLIVGGIYEEENSNTVNKVPLLGDIPVVGNLFKSRSRNEARRELLVFITPRIMDSVGNNLRY. 700
NTDB id 1115 OK783 RS00485 WP 003698035.1 NTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) NTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
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