
logo MMS
TPETQRKQLKI

V
A
TDTVSTAKQKLDKLNLHNSTAWDLAVLHLPLRYEDETHIMP IAKDAP I

VGVPCQVEGEVI
VHQEVTFKPRKQL IVVQI

NTDB id 1099565 ACM67B RS02175 WP 416189959.1 MMTPETQKQLKVADTTAQKLDKLNLNSAWDLALHLPLRYEDETHIMPIADAPVGVPCQVEGEVVHQEVTFKPRKQLVVQI 80
NTDB id 1095 KZH42 RS10215 WP 002225638.1 MMSPETRKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQLIVQI 80
consensus !!*!!! !!!!* ! *! !!!!!!!**!!!! !!!!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!!!!!!!!*!!!

logo ADGSGSVLFHLRF IHFYASHQKQMTAVGKR IRAVGE IKHRGFYGDEMIHPKIRDAEGSGTGLAESLTP I
VYPTVNGLNQPTLRR I IV

NTDB id 1099565 ACM67B RS02175 WP 416189959.1 ADGSGSVLHLRFIHFYASHQKQMAVGKRIRAVGEIKRGFYGDEMIHPKIRDAESTGLAESLTPIYPTVNGLNQPTLRRIV 160
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ADGSGSVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNGLNQPTLRRII 160
consensus !!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!*

logo QTALDSVI
TPLHDTLPDADLLCGRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRI

V
G
SGATA

NTDB id 1099565 ACM67B RS02175 WP 416189959.1 QTALDSIPLHDTLPDDLLGRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRVSGAA 240
NTDB id 1095 KZH42 RS10215 WP 002225638.1 QTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRIGGTA 240
consensus !!!!! !!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* ! !

logo AAPLGNGDGSTLTVQAKLLRDQASLPFALTDQAQEQKRVVGSE ICKQRDLMATEQTFYPMHRLLQGDVGSGKTIVAALSALTAI EASGAQVAVVMAPTE I
NTDB id 1099565 ACM67B RS02175 WP 416189959.1 APLNGDGSLVQKLLDSLPFALTQAQQRVVGEIKQDLTETFPMHRLLQGDVGSGKTIVAALSALTAIEAGAQVVVMAPTEI 320
NTDB id 1095 KZH42 RS10215 WP 002225638.1 AALGGDGTLTQALRQALPFALTDAQEKVVSEICRDMAQTYPMHRLLQGDVGSGKTIVAALSALTAIESGAQVAVMAPTEI 320
consensus !*! !!!*! ! ! !!!!!! !! *!! !!* !* !*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!

logo LAEQHF IKFKQWFLEPLGI
L
E
TVAVRWLFSGSLQRKKAEKDESANKATAKI

L
A
SDGLSAVKQIAVGTHALFQSDDGVAFHNLGLTVIVDEQHRFGVAQRL

NTDB id 1099565 ACM67B RS02175 WP 416189959.1 LAEQHFIKFKQWFEPLGLTVAWLSGSQRKKEKDSNKTAISDGLAQIAVGTHALFQDDVAFHNLGLVIVDEQHRFGVAQRL 400
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LAEQHFIKFKQWLEPLGIEVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFSDGVAFHNLGLTIVDEQHRFGVAQRL 400
consensus !!!!!!!!!!!! !!!!* ! ! !! !!! !! ! * !! !!!!!!!!! ! !!!!!!!! !!!!!!!!!!!!!!

logo ALKNKGNRDEVHQLMMSATP IPRTLAMSFFADLDVSVIDELPPGNRTP IKTRLVNNSVRRAEVEGFLVLGTCQRKGQRQAYWVCPL I
NTDB id 1099565 ACM67B RS02175 WP 416189959.1 ALKNKGNDVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPNRTPIKTRLVNSVRRAEVEGLVLGTCQKGQQAYWVCPLI 480
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ALKNKGREVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPIKTRLVNNVRRAEVEGFVLGTCRKGRQAYWVCPLI 480
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!! !!!!! !! !!!!!!!!!

logo EESETLQLQTAAVDETLAERLQTALPELNIGLVHGRMKAPAEKAEVMAERF ISASGGRLNVLVATTVI EVGVDVPNAASLMVI EHAERM
NTDB id 1099565 ACM67B RS02175 WP 416189959.1 EESETLQLQTAVDTLAELQTALPELNIGLVHGRMKPAEKAEVMAEFIAGRLNVLVATTVIEVGVDVPNASLMVIEHAERM 560
NTDB id 1095 KZH42 RS10215 WP 002225638.1 EESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMARFSSGGLNVLVATTVIEVGVDVPNAALMVIEHAERM 560
consensus !!!!!!!!!!! *!!! !!!!!!!!!!!!!!!!!!*!!!!!!!! ! ! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!



logo GLAQLHQLRGRVGRGAAAESAVCVLLFATEPLGSELAKARLKVIYEHTDGFE IARQDLNIRGPGEFLGARQSGVPMLRFAKNLEE
NTDB id 1099565 ACM67B RS02175 WP 416189959.1 GLAQLHQLRGRVGRGAAASACVLLFTEPLSELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFANLEE 640
NTDB id 1095 KZH42 RS10215 WP 002225638.1 GLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEE 640
consensus !!!!!!!!!!!!!!!!! ! !!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

logo DLHLLEQARE I
TAPKML IAEEQNRLPDE IVEQAHLADRWLSGSREGYLGV

NTDB id 1099565 ACM67B RS02175 WP 416189959.1 DLHLLEQAREIAPKLIAERLDIVQAHLDRWLSSREGYLGV 680
NTDB id 1095 KZH42 RS10215 WP 002225638.1 DLHLLEQARETAPMLIEQNPEIVEAHLARWLSGREGYLGV 680
consensus !!!!!!!!!! !! !! **!! !!! !!!! !!!!!!!

X non conserved

X similar

X ≥ 50% conserved


