
logo MNKSLRKHKTI
L
T
ALGTSTVAFLATALFLALAACDGSGKSKQVAQETSVPAEDGSTAPQTAQSNTASSAPSAAPVAAPVAEGLNVEGVQNYTVLSATNP IPQLQQAGKI

VEVVLEFFGYFCP
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAPA....ASAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCP 76
NTDB id 1099558 ACM67B RS00885 WP 416189766.1 MNLKKITLTTFTALALAACGGQAETSVPAEGTTQNTASAPAPVAPVGLVEGQNYTVLANPIPQLQAGKVEVVEFFGYFCP 80
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQS...SSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCP 77
consensus !*** **!** ***!!!!! ***!!!!!*** ***!**!!**!*!!*!!!!!**!!!!*!!!!*!!*!!!!!!!!

logo HCAHLEPVLSKEHI
AKTSFQKEDDMTYMLRKRTEHVVWQGDKPEVML

K
T
PLARLAAAVDEQI

MAAGAEDSSKADKVADNMSPHI FDAI
MVNQKIKNLQANDPTVDENTVLKTKWLGPS

NTDB id 1098 NMB RS01465 WP 002224844.1 HCAHLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLG 156
NTDB id 1099558 ACM67B RS00885 WP 416189766.1 HCAHLEPVLSEHAKSFQEDTYLRKEHVVWGPEVKPLARLAAAVQIAGE..KA.ADMPIFDAIVNQKINLADVNVLKTWLP 157
NTDB id 1099 NMB RS01545 WP 002215704.1 HCAHLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLS 155
consensus !!!!!!!!!!*!*!*!**!*!*!*!!!!!* !***!!!!!!!!**!** ** !***!!!!*!!!!!*!** **!!*!!

logo EQTAFDGKKVLAAYFEASPESQARAADQKMQEELTENKTFQIDSSGTPVTVIVGGKYKQVKEFAKQDWEQSGMTNTVIDQLLAVDKVREEQKKAPAPQAQ
NTDB id 1098 NMB RS01465 WP 002224844.1 EQTAFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ.. 232
NTDB id 1099558 ACM67B RS00885 WP 416189766.1 EQTAFDGKKVLAAFESPESQARADKMEELTNTFQISSTPVVIVGGKYQVKFQDWQSGMNTVDLLVDKVREEQKAAPAQ 235
NTDB id 1099 NMB RS01545 WP 002215704.1 EQTAFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ.. 231
consensus !!!!!!!!!!!!!*!*!!!!!!!**!*!!!**!!!**!!*!!!!!!!*!*! !!*!!!*!*!*!*!!!!!!!!***
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