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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 MSEAKFYLYQSNRLETLAALFCKIQQVRPLSHPLAAEEVIVQSQGMRRYLNGFLAKENGVAANLRFSLPAGLTWRLMREF 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 ....MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKL 76
consensus **** !!!!!!!!!!*!!!!!**!! !*!! *! *! **!!!!!!!!!!! *!!** !!!!!! !!!!!!!!!*!!*
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VPAELSPFANPEVMRWRLLDLFRSADAEFQNSGAGDEGGFLETDLSVRANAVLQDGYLGSGESADYQLAGQLADI

MFDQYLVYRPQWIADAWQ
NTDB id 1099551 ACM67C RS09395 WP 066077755.1 IPGVPALSPFNPEVMRWRLLDLFRSDAFQSGGDGGLTLSRAALQGYLGSGESADYQLAGQLADMFDQYLVYRPQWIAAWQ 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 IPGIPELSPFAPEVMRWRLLDLFRSAEFQNGAE..FEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQ 154
consensus !!!*! !!!! !!!!!!!!!!!!!! !! !**** ! !! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 AGRLLDLGEDEGWQAELWRFLDDGRQSSPHRVALWTQLLDALSAERLPERFFVFGISTMAPMYLQLLQKLAEHCEVFVFA 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 QGRILGLGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFA 234
consensus !!*! !!*!! !! !!!*!!!!!!! !!!!!!! !! !! **!!!!*!!!!!!!!!!!!!!!!*!! !!!*!!!!!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 LNPSEQYWGNVVEAAQILKSGGEPDLSQSGHPLLASLGKQGRDFFDFLSEIELETQVFEQPETRAPESLLHRLQYDIQTL 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 LNPSGMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPV.FEEGGRDTLLHALQTDIQNL 313
consensus !!!! *!!!!*!!!!!!! !!*!!!*! !!!!!!!!!!!!!!!!!!! !*!*! * **! ****!!! !! !!! !
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 NMPSENEATATALQDGSIRIVSAHSPLRELQILKDQILQMLHEHPDWQPHDIAVLTPDITPYSPFIEAVFGRAQAGGQAL 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 KMPSENVGS.VGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQAL 392
consensus !!!!! *** * !!!!*!!!!!!!!!!!!!!!! *! *!!!!!!!!!!!!!!!!! ! !!*!!!!!!!! !!*!*!!!

logo PYSLVSDVKI
LSRRQPFLFLHYATLECQVLSDLLESRFEVDGKVLAPLLESTAGPVLQARRFGLTAGDDLVPLLHDMTVADSLNI

VHWGLDAGEQMRGAGATD
NTDB id 1099551 ACM67C RS09395 WP 066077755.1 PYSLSDVKLSRRQPLLHTLEQVLDLLESRFEVDKVLPLLESGPVQARFGLTADDVPLLHDTVASLNIHWGLDAQMRGAAD 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 PYSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTD 472
consensus !!!*!!!!*!!!!! * !!*! !!!!!!!!! !!!*!!!**!! !!!!!*!!*!!!!! !! !!*!!!!!* !!!* !
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 NLFTWQQAADRLVLGWMLPEGGSGVWQSVSAWHADVNQIEVFSRFAAFIRTLADIAAQWQEAAEIPVWAERVRGLMQTLL 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 QLFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLF 552
consensus *!!!! !!!!!**!!!!!!!!! **!! !!!!*!!!!! *! !!!!!* !! !!! ! *! ** ! !*! !* !!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 LPSENDQHALQQFEQALAKWQEEAELAGFDGLLNLHTATRHLRRFLNSESQAGFLQGGITFCSMVPMRSLPFKVLCLLGL 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 QAGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGL 632
consensus * * !!*!*!* !* !!!!! !!!! ! !* *! !!*!!!! !!! !!!! !!!!!!!!!!!!!!!!!!*!!!!!

logo NDGDFPRNTKAAAVFDL IVAKRHPAQKGDRARRDDDRYLFLEAL I SARE I
VLYLSYI

TGRDS IRKNDDEELAPSSASLLVGSEL IDTVAAMTG
NTDB id 1099551 ACM67C RS09395 WP 066077755.1 NDGDFPRNTKAAAFDLIARHPQKGDRARRDDDRYLFLEALISAREVLYLSYTGRSIRNDDELAPSALVSELIDTVAAMTG 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 NDGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTG 712
consensus !!!!!!!!!!!! !!!*!*!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!! !! !! !*!!!*! !* !!!!!!!!!!!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 QRSKTLSEEWVIQHPLQAFSTRYFLPQAQSDALVSTRSDYAQALNSPERAAVPFFSEPLNAADMPSENPSLSQAEFIGFW 800
NTDB id 1133 OK783 RS06970 WP 010951252.1 TNSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEP...VAEIGQDEFIRFW 789
consensus !* ! !* !!!!!!!! !!! * * !!** !!*!!! !! ** ** !!! !* !***** * * ! !!! !!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 RNPVRHWLQHTLAWKAPYRDEAWEAAEPFEPEEGAQIADAYLEARRSRRDFDGVAAKLSAESLLPAGELGALWQQQFQTA 880
NTDB id 1133 OK783 RS06970 WP 010951252.1 RNPVKVWLQQ.LAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTA 868
consensus !!!!**!!!**!!! !* !!!!*!!!!!! ** !!!* !* !!! !! !!** !!!!!! !!!! !!!! !!!!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 AKRIEQALLDSPKHPPYTYELVLAGYRLSGSLTRLYQAGQIVFQNRTPTAPDSIALLLEHLIYCAAGPSENGALPTYIVE 960
NTDB id 1133 OK783 RS06970 WP 010951252.1 AKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQ 948
consensus !! !* !*! !!!*!!**! ** ! ! !!! !! *!!* * ! !! *! !!!!!!*!! !!! *!*!!
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NTDB id 1099551 ACM67C RS09395 WP 066077755.1 NGHTEVYPPLPQQQARDWLAAWLEYYRIGQSRPLPFFAKTSLAAAEEYLKKQDWEAAKTAAFKAYNGNKMSKGQRSYTEV 1040
NTDB id 1133 OK783 RS06970 WP 010951252.1 SGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEV 1028
consensus !*!!! ****! ! ! !* ** !!! !!!!!!!!!!!!!!! * !!!!!!! ! !! ! !*!!!!* !!!!

logo ALVFGNQADESQTLNPLTDEQTPLFENLMAVRVDLLALDVPTLALASAEVRKQRTEGQTAGAEA
NTDB id 1099551 ACM67C RS09395 WP 066077755.1 ALVFGQDETLPTDTPLFENMVVDLLVPLLSAVRQTEQTAE. 1080
NTDB id 1133 OK783 RS06970 WP 010951252.1 ALVFGNASQNPLEQPLFENLARLLADTLAAAE.KREGTGAA 1068
consensus !!!!!* ! * !!!!!* ! *! ! * ! !* *
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