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MVVAFLFLVVATAAVQSYNTEQR I SANDEASDRKFLAALSLAEAALREGEFRQRAVLVDTLDERYTA
NTDB id 1099550 ACM67C RS09255 WP 066075780.1 MRQ.PRL..VNAPQRQQGFVLFMVLAVMMVVALFVVAAVQSYNTEQRISANDADRKFAASLAEAALREGERRAVTLDR.. 75
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !! ** !**** * ! ! !!*!! !!*!!! !! ! !!!!!!!!!!!!* !!! ! !!!!!!!!!!! * !* **
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LDNQRGSRVERYENKVGGTGLNTVNSKDMP
NTDB id 1099550 ACM67C RS09255 WP 066075780.1 .EGAVFTADCADGLCTAVGSSAPAGR.....NDIVIEGAPTVPAVSRRCG.......NALCLDNRSRRYNVGGLNTNKDP 142
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKMP 160
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NTDB id 1099550 ACM67C RS09255 WP 066075780.1 RYLIEFIRFDAETGEAVYRVSAQGRGRIANTAVVVQSYVRVGANAGN 189
NTDB id 1139 NGFG RS02435 WP 003687918.1 RYIIEYLGE..KNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ.. 203
consensus !!*!!** ** *!!!*! * !* !!! !!*!!!! **
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