
logo METTDLFQPTADDEAFAPQAYAARSAAI
T
A
RF ILESRFYAGPDSEGANELVLVANPCYTVAEQRLFAQALQGNGHSTF IRLSTGRDEEQADATLRSAQALAVNP I

VVGTGSGADATPL IVLETGQR
NTDB id 1099546 ACM67C RS06685 WP 066079456.1 MTTDFPADAPQYAASAATAFISRFAPDEAELVAPYVAQLFAALQGGHTFIRLTREQADTLRQAVNIVGTGGDTPLVLTGQ 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 ME.LQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTS.AAPLILEGR 78
consensus ! * * * *! !! !! !* !*!* !**!** !! !!! !!*!!!!* * !! ! **!!! * !!*! !

logo RLFLGRMWQLEQYDLAAKE IKRRLAAAGTVGSAPVDNAEAGKAARAQANLADKWFPQGAGSEGQRDAAALALLQFSFML
VITGGPGTGKTTTVAKL

NTDB id 1099546 ACM67C RS06685 WP 066079456.1 RLFLGRMWQLEQDLAKEIRRLAAAGVGAVNEAKAAAALADWFPGAGSEGQRDAAALALLQSFMLITGGPGTGKTTTVAKL 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 RLFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKL 158
consensus !!!!!!!!!!! !!! !!*!!!!!! !* ! ! !! !!*!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!

logo LAGL ICGENANENTLPHR IAVLAAPTGKAAAHMAGRALHRASAIGNGSFDGALPSEADI
VRRHLLTGKLEGQTVHRLLKLRSPPKQMQRAPAYFYDHAHDINRPLPFLD

NTDB id 1099546 ACM67C RS06685 WP 066079456.1 LGLICGNAETLPRIVLAAPTGKAAAHMAGALHRAAGSFGLSEDIRRHLTGLEGQTVHRLLKLRPPQMRPYYHADNPLPLD 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 LALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFD 238
consensus !*!!!! ! !!*! !!!!!!!!!!!!! !!!! ! *! *!!!! !!!!!!!!!!!! !! ! * *** !!! !

logo VL IVDEASMLDLTALLMLQLLKRAI
V
K
P
D
TGACRLVI LLGDEPNYQLPSVGI

VGAVLASAVLSVQEKTVLDEGAETHAQKRLAGAGFYLPEQHAGFPSVSASDNAPAPV
NTDB id 1099546 ACM67C RS06685 WP 066079456.1 VLIVDEASMLDLALLLQLLRAIPDGCRLILLGDPYQLPSVGVGAVLAALVQETVLDEATHAKLGAYLPQHAFPVSSDAAV 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 VLIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPV 318
consensus !!!!!!!!!!! !!*!!!!*!** !*!*!!!!!* !!!!!!*!!!! ! ! !!!! !! *!***!! !*!*!! **!

logo LAQNSTAHRLSFVSHRFGADDNSGIGCLARAAVVSGDQAEQAGAWALQFADRFPDELESAHRSETCGSTFPNRAEQRAVAELRLYRAKHEKAYWQAVDKADGDNAIAEASAY
NTDB id 1099546 ACM67C RS06685 WP 066079456.1 LAQNSARLSVSHRFGADSGIGCLARAVVSGQAQAAWAQFARFPDELSARTGTFREQAALLYRKHEAYWQAVDAGDAASAY 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 LAQNTAHLSFSHRFGDNSGIGCLARAAVSGD.EGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAY 397
consensus !!!!*!*!! !!!!! !!!!!!!!! !!! * *!!! ! !!!!!! * *** !!! ! !!!!!! ! !!
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RNDYAPLDELFNGDIGL IMEPDSEVGKHRGQGASLPAAYFAPDT

NTDB id 1099546 ACM67C RS06685 WP 066079456.1 AHIADVAVLTAWRQDAEAFNRAYRTHLQKMGRCDADAPWFAGQIVMVVRNDYPLDLFNGDIGLIMPSEKHGGAPAAYFPT 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 AGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFAD 477
consensus !*! !* !! !!!!!!! !! !!**** * ** * **!!! **!* !!!*!*!!!!!!!!!!* * ! *!!!!*

logo

A
RDGFKKTVAPVSCRLPEQFNEPAFAI

MTVHKSQGSEYREVWLLPPSVDLAPESADAEEGDDALPQSGLDSKNAELLYTAGITRAREKRFVFFWGGEKAKETFLCV
NTDB id 1099546 ACM67C RS06685 WP 066079456.1 RDGFKTVPVSRLPQNEPAFAITVHKSQGSEYREVWLLPPVL.PEAAEDDAPQGLDNALLYTGITRARERFVFWGGEAELV 559
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFC 557
consensus !!!! !*!!*!! !!!!!*!!!!!!!!!!!!!!!!!! *! !!!* !! !!!!*!!!!!!*!!!*!! *



logo

Q
RAVNQTQVKKVRAQTALGYDSMLEKARLVFPPSAQE

NTDB id 1099546 ACM67C RS06685 WP 066079456.1 RAVQTQKKRATALYDMLKALPPA. 582
NTDB id 1134 OK783 RS03985 WP 010358120.1 QAVNTVKVRQTALGSMLERVFSQE 581
consensus !!*! ! ! !!! !! *** *
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