
logo MS
TAPTAIRAPFDPLTAVP I

VSGTNL I EASAGTGKTYGIAALFTRL IVLEQKMPSVERSVLVVTFTKAATAELKTRLRARLDDNVLQVLE
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 MTATARPFDPLTVPVSGTNLIEASAGTGKTYGIAALFTRLIVLEQMPVESVLVVTFTKAATAELKTRLRARLDNVLQVLE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !*!* !*!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!
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NTDB id 1099545 ACM67C RS06640 WP 066077893.1 QSGG.......DPEAAEACCAREYPGDAFLPELLRQSLAQEGCARLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 153
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ******* *** !*!! ***!! !!! !! ! ! ! * !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

Q
RAPFDVELATEEDSGRDERLLVPAQDFWRESR I

VSGNDQAPDVLAARLAVFKHRKSAQTVPQKTMVLAGQIQRASFYI
LSRPYLNVFRRPKQADLAKGQASQRRDRAEATRS

NTDB id 1099545 ACM67C RS06640 WP 066077893.1 RAPFDVELAEESRERLLVPAQDFWRSRISNQADLARLVFKHSQTPQKMLGQIQSFISRPYLVFRRPKADLAGSRRRAEAR 233
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus !!!!!!! !! *!!!!!!!!!!! !*! * !! ! !!* !! *!*!! **!!!!! !!!! !!! ! !!

logo WQATVCRRSLRLPELEAAGFWQR I
LHPADLNGNSYRKNSTFAGANLFAKELAHAQAKGSADAGAQLPCLDKADTYHDEKRLLPKMLASASDAKLAEAGKLVKKGKQTPDAEAH

NTDB id 1099545 ACM67C RS06640 WP 066077893.1 WQAVRSRLPELEAAFWQLHPALNGNSYRKNTFAALFAELHAAGD..ALP....AYHDKLPMLAADALAAKVKKGQTPDEH 307
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus !! !* !!!!!!*!! *!! !!!!!!!!!*!* !! !!* ** !!**** !**!* ! ! ! ! *!!! !!! *
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NTDB id 1099545 ACM67C RS06640 WP 066077893.1 TIAALQPLADLGEALAAAAEAEQNTLTCLQLDLLEYVNAALAEQKKSRRERGFDDLLLDVHAALTDAQYGGALAEAVARN 387
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
consensus ! !!*!!! ! ! ! !!! !* *!!!!!*!!*! !!! !!!!!!!!!!!!!!!!! !!!! *** *! !!! !

logo WER I
VAL IDEFQDTDPLQYE I FQRKR I

MF IAEQRANRPLFLVGDPKQAIYSFRGADIYAYLQAAAEDAERHSRYTLATVNYRSHAAKL IVGNS IG
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 WRVALIDEFQDTDPLQYEIFRRMFIEQARPLFLVGDPKQAIYSFRGADIYAYLQAAADAESRYTLAVNYRSHAKLVNSIG 467
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus ! *!!!!!!!!!!!!!!!!! **!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *!!!!! !!!!!! !* !!!

logo ALFRLQKETRPFVLAEDNIDGYASDEVGAARAPAESRLNSPKPRPAVQLVRWLHEGGNDSGNEKPAVNKDMVLRQRHRAADCYCADE IAARALNEAASAGGSRLNF
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 ALFRQKTRPFVLADIDYADVGAARPASRLNPPRPAVQVRWLHGGSGEPVNKDMLRQHAADCCADEIAAALNEAAASRLNF 547
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!!! ! !!!!! ! ! *!!!!!* !!! !*!!!!!*!!!! !* !!!*!! *!!!*!!!!!! !!!!! * !!!!
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VQSVLLHSRESVFASTEPEAAALASAL IGFWLDEPGRQRATEGTLRFVLGTSGI IVFGRYDA
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 KERPLQSGDIAVLVRTHNEGSLVAKALKARRIQSVLLHRESVFATEEAAALAALIGFWLDPGQTETLRFVLGSIVFRYDA 627
NTDB id 1132 OK783 RS01905 WP 010951035.1 KDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDA 640
consensus !*!!!!!!!!!!!!!!!!!* ** !!! ! *!!!!!*!!!!!!**!!!!! !!!!!!!*! !!!!!! ! *! !!!
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LLAHWAIAESAARETAALDI
TWQKQQYGFI FYAAMQDQFSAQRTHGI

LETGRLLASDRGNLNEGRSLTNYFNQLLELLAAEDAEQNSHRNSPAA
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 AQLYALNRDESALLAWIASAAEAADTWQQQGFYAAMQDFSARHGLETGLLADGLERSLTNYNQLLELLAAEDEQSHSPAA 707
NTDB id 1132 OK783 RS01905 WP 010951035.1 QQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
consensus !!* ! !! *!*! !! ! ! !! ! *!!!! !! !!*!! !! !!!!!! !!!!!!!!!! ! * !!!
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NTDB id 1099545 ACM67C RS06640 WP 066077893.1 LHQWLLAQISLAEGGSAGGESNTVRLESDEALVKIVTMHASKGLQYPLVYCPFVWDASAIKAQEWQILHRPGHITELLAD 787
NTDB id 1132 OK783 RS01905 WP 010951035.1 LHKWLRDQISLA..GNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAK 798
consensus !! !! !!!!!**! !!* *!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!! * *!!!!! *** !!!!
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NTDB id 1099545 ACM67C RS06640 WP 066077893.1 HQLDDADKIQLGDEAAAENLRLLYVALTRAEEQLNIYAAYCGDTADNTFAYLLEGRADADRESVKAAYKENKAPEALQML 867
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK..DGITML 876
consensus *!! * * ! *!! !! !!!!!!!!!!!!!!!!!!!!!* !!!!!* !!!*!! * !!*!* ! * !***** !!
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NTDB id 1099545 ACM67C RS06640 WP 066077893.1 KRNWLRFIQAQQQADTEIVFTEETPPKALADNTRHIQTAYRAADIPPRRFELIRHSSFTGLSRKLKAEDTAHEALQPALD 947
NTDB id 1132 OK783 RS01905 WP 010951035.1 KRNWRRVADN.APAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSLD 955
consensus !!!! ! * *! !* !!!* !!*! * * ! !!*! ! *!!*!!!*!!!* *! **! *! !!
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SWLDPAVATDEMTALDE
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 PGESASDAPLPPAAAANAPSTPEGIHTFPRGTHAGVCLHEILEHFDFQTPAAAQNQAAAETLSRYGFEESWLDAVTDTLD 1027
NTDB id 1132 OK783 RS01905 WP 010951035.1 AAETSVPA..MPS.ETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAE 1032
consensus **!* *!***! * * *! * !! !!*!!*!!*!!!!!!!*! ! *!! ! !* ! *!!!!! !!*!! * *
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DCRKLTPLSTGAYAGLASDIPPGRCNRLRAPEMGFTLHYMTEQDFGSLKPRLRDRWFLARDPDEHIGRLPAEEVCARADAAELTLDFHKTLVHNGFLNGF IDMVCQD

NTDB id 1099545 ACM67C RS06640 WP 066077893.1 DCRLTPLSGAYALADIPPRNRLAEMGFTLYMQDFSLPRLRRWFARPEHGLPAECADAAELLDFKTLHGFLNGFIDMVCQD 1107
NTDB id 1132 OK783 RS01905 WP 010951035.1 ACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQD 1112
consensus !! !!!*!!!*! !!!! *! *!!!!!!* !! !*!!! ! !!*** !! ! !!! !!!*!**!!!!!!!!!!!!!
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V IDYKSNHLGSNDRSAYSTRVDQAMDNEHAVAHHQHYYLQAL IYAVAAVARHYFKLRGQPSLPAPAE I

VS IVRYLFLRGLDGKSEGGNGVWR
NTDB id 1099545 ACM67C RS06640 WP 066077893.1 ADGRVCVIDYKSNHLGNDRSAYSVDAMNHAVAHHHYYLQALIYAVAVARHFKLRGQSLPEISIRYLFLRGLDGSENGVWR 1187
NTDB id 1132 OK783 RS01905 WP 010951035.1 PDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWR 1188
consensus *!! *!*!!!!!!!! ****!!* !! *!!!!*!!!!!!!!!!!! !!*!!!!!!*** *!*!!!!!!!!!! !!!!
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NTDB id 1099545 ACM67C RS06640 WP 066077893.1 WDIPADALAEWV 1199
NTDB id 1132 OK783 RS01905 WP 010951035.1 WDIDAAALEQIK 1200
consensus !!!*! !!
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