
logo MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVL IAVVSSYFTSRKLNDAANERLAEQQDLRNAATL IVRDARMAGSFG
NTDB id 1099490 ACM67D RS02355 WP 139595903.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CFNMSEHIGNDVFVFSNVAQKNALFSLKRNSTNSTNKL IP ITESPNINYQRNFFQVSSAL I FQYGIDDVDNASAADTTVVSSCAA
NTDB id 1099490 ACM67D RS02355 WP 139595903.1 CFNMSEHIGNDVFSNVAQKNALFSLKRNSTNSTNKLIPITESPNINYRNFFQVSSALIFQYGIDDVNASAATTVVSSCAA 160
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!! !!!!!!!!!

logo I SKPGKQIPTLEDNAKKELKIQVNSQSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGEKWGNPQLLAVKKVKRMKRVRY
NTDB id 1099490 ACM67D RS02355 WP 139595903.1 ISKPGKQIPTLEDAKKELKIVSQDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGEWGNPQLLVKKVKRMKVRY 240
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus !!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!*!!!

logo IYVSGCPEDEDAGKEEQFKYTDKFDSSVTPAGVEVLLDSGNSDATKIAASSDNI IYAYR INATIRGGNVCANRTL
NTDB id 1099490 ACM67D RS02355 WP 139595903.1 IYVSGCPEDEDAGKEEQFKYTDKFDSSVTPAGVEVLLDSGNDTKIAASSDNIIYAYRINATIRGGNVCANRTL 313
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGKEEQFKYTDKFDSSVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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