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NTDB id 1099469 ACM67E RS09885 WP 416191277.1 MIELIKINLLPYREEIRQRKKQQFKLLMLTALLTGLGLSVLTYLSIENAIGSQQGRNAFLESEIKKLDEDLGEIKKLQAE 80
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQE 80
consensus ! !!!!!!!!!!!!* !! !!!! !! !*!!!** !!! !*! ! ! !! !!* ! *!! *! !! !! !
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VEELQELKRLSQAAKYI ILDSTLNEVALTVPDGNSTYLTSLDEAEVSTADTASYKRLVSTGRATI
SSDNKR I

VAAVFMMRALMPNSTGI
VFKSQPELL

NTDB id 1099469 ACM67E RS09885 WP 416191277.1 KENFLAKKIKVEELQEKRSQAAYIIDTLNVLTPDNTYLTSLEAESATAYKVTGRAISDNKIAVFMRALPSTGVFSQPELL 160
NTDB id 1093 KZH42 RS10320 WP 002214520.1 KDAFLIKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
consensus !* !! !! !*!!!! !! !!! !*!*!! ! !!!!!!*! *! !***!! !!!**! !!!*! !!*! !!!!!

logo S IKKNVDNNSHYQEFTLQRAVLTLQSPQI
TVAKAPAAENSAKESANSEVALPAPSTGVNQAEQEAN

NTDB id 1099469 ACM67E RS09885 WP 416191277.1 SIKKVDNYQEFTLRVLLSQTVAPAANASASEVALPTVQEQEAN 203
NTDB id 1093 KZH42 RS10320 WP 002214520.1 SIKKNNSHQEFTLQATLQPIVKAAESKEN....PASGNAQEAN 199
consensus !!!! *!!!!! ! * ! *! ******* * !!!!
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