
logo MFYLYQSNRLESLAALFASR IQKQVKQPLKCQALAQAPEEQIVVQSQGMRRYLNSSTCYLAKRDELGVAANLAKFSLPAGLTWKRLMKREKL IPDGI
V

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 MFYLYQSNRLESLAALFSRIQQVQPLKQALAAEEIVVQSQGMRRYLSSYLAKELGVAANLKFSLPAGLTWRLMRELIPDV 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!!!!!!!!!!!! !!! ! !!!*!! *! !!!!!!!!!!!! **!!**!!!!!!! !!!!!!!!!*!!* !!! *

logo PAELSPFASPEVMRWRLLADLFRSAEEKFKQNSAEPAGGAAGASEFEDTVRGNKVLQDSYLGSGESADYHQLAGQLADI FDQYLVYRPQWIDAW
NTDB id 1099466 ACM67E RS09305 WP 416191169.1 PALSPFSPEVMRWRLLALFRSEKFKSAEPAGGAASEFETVRGKLQSYLGSGESADYHLAGQLADIFDQYLVYRPQWIDAW 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQN.......GAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAW 153
consensus ! !!!! !!!!!!!!! !!!! ! ******** !!! !! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo QEQGKR I
LLDGLGDEDE IWQASKQLWRFYLDDGRQSTAPHRVALWEKTLLAAKLDSKPDQKNLPERFYFVFGI STMAPMYLQLLHQAKLVSEQHCDVFVF

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 QEGKLLDLGEDEIWQAQLWRFLDDGRQTAPHRVALWETLLAKLSPQNLPERFFVFGISTMAPMYLQLLQAVSQHCDVFVF 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 QQGRILGLGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVF 233
consensus ! !**! !!*!!!!! !!!*!!!!!!*!!!!!!!!! !!! ! * !!!!*!!!!!!!!!!!!!!!!* *! !!!!!!!

logo ALNPSEGMQHYWGNVI EAAQI LKGGDGDEPVDLTQATGHPLLASLGKQGRDFFDFLNSE I
ME I

MEETEPTVPYEVFTAEDEGNGGRDTTLLHARLQSTDIQMNL
NTDB id 1099466 ACM67E RS09305 WP 416191169.1 ALNPSEQYWGNVIEAAQILKGGDEVDLTQTGHPLLASLGKQGRDFFDFLSEIEMETPVYETADNGGTTLLHRLQSDIQML 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 ALNPSGMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNL 313
consensus !!!!! *!!!!!!!!!!!!!! **!!!! !!!!!!!!!!!!!!!!!!! !*!*! * * * ! !!!! !!*!!! !

logo

K
NMPSENHVGQSDVGSESLLTDSDGS ICR I

VVSAHSPLRELQI LKDKQLLHKI LHEHPDWQPHDIAVLTPNI EPYSTPF I EAVFGQAQGPGAQ
NTDB id 1099466 ACM67E RS09305 WP 416191169.1 NMPSENHGQDSESLLSDGSIRVVSAHSPLRELQILKDQLLHILHEHPDWQPHDIAVLTPNIEPYSPFIEAVFGQAQGGAQ 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 KMPSENVGSVG...TDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQ 390
consensus !!!!!*! *** !!!!**!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!

logo ALPYSVSDVKI
LSRRQPFLFYALECQVLSDELLESRFEVDGKVLAPLLDESTARLPVLQNRRFEGFLGTEGDDLPLLHDMTI

VADELNI
V
H
RWGLDEGETMRGG

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 ALPYSVSDVKLSRRQPLFYALEQVLELLESRFEVDKVLPLLDSRLVQNRFEFGEDDLPLLHDTIAELNIRWGLDETMRGG 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 ALPYSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGG 470
consensus !!!!!!!!!!*!!!!! !!!!!*! *!!!!!!!! !!!*!!** *! !! !!!!!!!! *!*!!**!!!! !!!!

logo

A
TDKQLFTWKQQAALDERMI

VLGWMLPEGGDNGPMWQDNVSAWHYADVNQLTAMVFGRFAAFLVERTLASDI
TAQR I

TWQRQTAPATVDGEWI
V
A
ERCVRDQLCLAEDT

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 ADKLFTWQQALERMVLGWMLPEGGDGMWQNVSAWHADVNQLAVFGRFAAFVRTLADTAQTWQTAATVDEWIERVRQLCAD 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 TDQLFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLET 550
consensus ! !!!! !! *!!*!!!!!!!!! *!!! !!!!*!!!!! !*!!!!!!!* !! ! ! ! *!!! !!* !*! !*



logo LFAQALGDPDDQKYASAVQNQFLENQAELWVKWQEQEASETLAGFFSDGLQLPQHQTVIRHIRSRFLDSSESEQAGFLRGGITFCSMVPMRSLPFKVI
LCL

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 LFALGDDDQYSAQQFEQALVKWQQEAELAGFSDGLLPQHTVIRHISRFLSSESQAGFLRGGITFCSMVPMRSLPFKVLCL 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 LFQAGPDDQKAVQNLENEWVKWQEESTLAGFF.GQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICL 629
consensus !! !*!!! !* !* !!!! ! !!!! *! !!!*!!!!!! !!! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!

logo LGLNDGDFPRNTKAAVFDL IVAKHPAQKGDRARRDDDRYLFLEALVI SARE I LYLSYI
VGRDS IRVKNDDEELAPSSASLLGSEL IDTVAA

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 LGLNDGDFPRNTKAAVFDLIAKHPQKGDRARRDDDRYLFLEAVISAREILYLSYVGRSIVNDDELAPSALLSELIDTVAA 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGLNDGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAA 709
consensus !!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!! ! !*!!!*! !! !!!!!!!!

logo MTGRTNRSKRDQLAMEQNWI
V
E
RQHPLQAFSRTRYFQEPEGGSFRSDGI

L
F
I
G
NTRSTDYAAQALGNQRPTPSEPTPQPFFDRQRPLVETEHNAEPQVAEVI

V
G
TQDNEF IGRF

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 MTGRRSKDLMENWVRQHPLQAFSTRYFQPESFSDGLINTRSDYAQALNRPSETPQPFFRRPLTEHAEPQAVVTQNEFIGF 800
NTDB id 1133 OK783 RS06970 WP 010951252.1 MTGTNSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVE.NAEPVAEIGQDEFIRF 788
consensus !!! !* ! !!* !!!!!!!! !!!!* !!!* !!*!!! !! **!*!!!!! !* **!!! ! * ! !!! !

logo WKRNPVKAVWLQRNAQLAGWRSEPHYI
R
D
G
E
TAWEPSAEPFEPEQEHADEKQIADEATYI

L
E
GARREQGRQDFASAQTVAEATR I

L
A
KAESLLPASGELGGKLWQQRSFQT

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 WKNPVKAWLRNALGWREPYRDTAWESAEPFEPEEDEKIADAYLEARRQRQDFAAVETRLKAESLLPAGELGGLWQQRFQT 880
NTDB id 1133 OK783 RS06970 WP 010951252.1 WRNPVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQT 867
consensus !*!!!! !! * !*! !!* !!!*!!!!!! * ! !!* !* !!! !!! !* !!!!!! !!!! !!!! !!!

logo AAKQI
LDQTALVLENSPKLVPPFVAPYAE I

L
A
P
F
S
D
GGQI

TLKSGSLGNNRLVYRCGQI
V
F
V
F
Y
A
R
N
Y
G
KKPNAPEQQRI

VAFLLLEHLVI
LFCNAVMRPSEASESTGRLQTFYFIV

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 AAKQLDQALLESPKVPPVAYELAFGGQTLSGSLNRVYRCGQIVFRNKKPNAPEQIALLLEHVLFNAVRPSESESGLTYFV 960
NTDB id 1133 OK783 RS06970 WP 010951252.1 AAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIV 947
consensus !!!!*! !*! !!!*!! *! ** !! ! !!! *!!!!!* * !!!!! *! !!!!**!*!! !!! !* !* !

logo

Q
S
N
S
D
GETETVLYAPE IADQRDRRTAHLEQI

LLKSETWLMAEFYFYNIGQNRPLPFFAKTGSLAEAAEATFYAIKQKQDWEAEALQAKKVAFQKTAYQYGSKI
VSKGQDKDSYTE

NTDB id 1099466 ACM67E RS09305 WP 416191169.1 SNDETTVYPEIDRRTAHEILKTWLEYYNIGQNRPLPFFAKTGLEAAETYIKKQDWEEAQAVAFKAYQGSKISKGQDSYTE 1040
NTDB id 1133 OK783 RS06970 WP 010951252.1 QSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTE 1027
consensus !! ! *!! !* *! !* **!!!!!!!!!!!!!! ! !!! * !!!!! ! ! !! !!!*!!!! !!!

logo VALVFGNRADDSEQLNPLVDEQTPLFEQNLAIRVELLMALDVPTLALAVAETAKQRENEGETGKAA
NTDB id 1099466 ACM67E RS09305 WP 416191169.1 VALVFGRDDELPVDTPLFQNLIVEMLVPLLVATAQNEEK.. 1079
NTDB id 1133 OK783 RS06970 WP 010951252.1 VALVFGNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !!!!!! !** !!! !! * *! ! **



X non conserved

X similar

X ≥ 50% conserved


