
logo

MYESESEDFSGFGHEPDSEPKHPA
MKAPQKSLRARAMDI LSRQE I

VSR I
VGLKRKLAPHAESEEELEKNVLDNEFASERDNWQSDELRY

NTDB id 1099465 ACM67E RS08970 WP 416191109.1 MYESESEDFSGFGHEPDSEPKHPAKAQKSLRARAMDILSRQEISRVGLKRKLAPHAESEEELEKVLDEFSERDWQSDERY 80
NTDB id 1135 OK783 RS05295 WP 003688187.1 .......................MKPQKSLRARAMDILSRQEVSRIGLKRKLAPHAESEEELENVLNEFAERNWQSDLRY 57
consensus *********************** !*!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!! !! !! !! !!!! !!

logo AEAYIHRSKSRKHGKSLRLKQQALAQQGIDAEEKI
TSRENFLLMPDKRESSEKLQATAI

MAVLRKKFKAHPAAKDNLAKEKQKQARFLAYRGFDAMDGTI
V

NTDB id 1099465 ACM67E RS08970 WP 416191109.1 AEAYIHSKSRKHGKLRLQQALAQQGIDAEISREFMPDKESELQTAMAVLRKKFKAPAKDLAEKQKQARFLAYRGFDMGTI 160
NTDB id 1135 OK783 RS05295 WP 003688187.1 AEAYIRSKSRKHGSLRLKQALAQQGIDEKTSRNLLPDRSSEKQAAIAVLRKKFKHPAANLKEKQKQARFLAYRGFDADTV 137
consensus !!!!!*!!!!!!! !!! !!!!!!!!! !! *!!* !! ! !*!!!!!!!!*!! ! !!!!!!!!!!!!!!! !*

logo QTALKHNAGWDSEDNDWEGDFDSC
NTDB id 1099465 ACM67E RS08970 WP 416191109.1 QTALKNGWSEDDGFD. 175
NTDB id 1135 OK783 RS05295 WP 003688187.1 QTALKHAWDENWEDSC 153
consensus !!!!!**! ! *

X non conserved

X similar

X ≥ 50% conserved


