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NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 MYLKAFDRKWDRATVQRGYSLIQLLVVMLLVSILATAAFTVYRESVRSANLRAAHAALLENARFMEQFYAKKGSFKLTST 80
NTDB id 1099464 ACM67E RS08650 WP 416191051.1 ...........MRFSQYGFSLVQLLIVIAMLGILAAISYPAYQNYTKKADLRAVHAVLMQNAQFMERFYLQAGSFKKTST 69
NTDB id 1085 NMV RS10945 WP 002218144.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST 68
NTDB id 1117 NGFG RS06520 WP 002214937.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRFKQTST 68
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NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 KWPELPVKEAGGFCIRMSGQAKGILEGKFTLKAVALDREAEPRVLRLNESLTAVVCGKMKGKGSCTDGEEIFRGN..DAE 158
NTDB id 1099464 ACM67E RS08650 WP 416191051.1 TWPDLPVNATDKFCIRPNNNAKGAHDSKFTLKAVAFDKQHEPRILKVDESLTAFICES..STNSCDDDGTFFKGQSADKE 147
NTDB id 1085 NMV RS10945 WP 002218144.1 KWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKK..SASSCSDGLDYFKGN..DKD 144
NTDB id 1117 NGFG RS06520 WP 002214937.1 KWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKK..SASSCSDGLDYFKGN..DKD 144
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NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 CRPFTG 164
NTDB id 1099464 ACM67E RS08650 WP 416191051.1 CEIYQP 153
NTDB id 1085 NMV RS10945 WP 002218144.1 CKLFK. 149
NTDB id 1117 NGFG RS06520 WP 002214937.1 CKLLK. 149
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