
logo MSAHPTI
V
Q
R
A
TFDPLSTALP IRSDGTNL I EASAGTGKTYGIAALFTRL IVLEKQKMPSVDEKRVLVVTFTKAATAELKTRLRARLDDEVLQAVLE

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 MSHTVQTFDPLSLPIRDTNLIEASAGTGKTYGIAALFTRLIVLEKMPVDKVLVVTFTKAATAELKTRLRARLDEVLQALE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!*** !!!!* !! !!!!!!!!!!!!!!!!!!!!!!!!!!! *!**!!!!!!!!!!!!!!!!!!!!!!!*!!! !!

logo SKVE I
NAELGDADETHLSDGI

L
A
H
A
EYCAEEREHHEPGDETFLKPAGLLAEQALAQKQESQRATRL IVRLKAAIGQSFDNAAIYTIHGFCQR I

VLRDFYAFLC
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 SVENA....AEHSDGLHEYCEREHPGDEFLKGLLAQALAQESQARLIVRLKAAIGSFDNAAIYTIHGFCQRVLRDFAFLC 156
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ! ! !**** *!!!** !! *!*!! !!**!! !!! !! !!!!!!!!!!! !!!!!!!!!!!!!!!*!!!*!!!!

logo QATPQFDVELATDEDEDSGRDERLLVPAQDFWRER I
VSGNDPMVALAAELAVFKRHRKRAETVPQTMVLAEQIRAPFYLVSRPYLNVFRRPDQANDGLAKAQAQRRTDALEQQTST

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 QTQFDVELADDSRERLLVPAQDFWRERISNDPMAAELVFRHRETPQTMLAEIRPFVSRPYLVFRRPDNGLAAARTDLQQT 236
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus ! *!!!!! ** *!!!!!!!!!!!!!*! !!* ! ! !*** !!!*!! !!***!!!!! !!!! ! ! ! *

logo WEQNTI
V
C
Q
G
R
L
RLKPENI

LEAEGTFWQRAI FHDPGGDI LNSGNTFSFYKRKNPSFYGQNLFAKAELAGHQAKASAEATGQRLPCPLSDAKDSTHLEKRLKLKNLRSASDKVLEPAKGKLKKGNKQSTLPDS
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 WENIQGRLKNIEETFWQAFDGGILSGTFFKKPSYQNLFAALGHAAETGRLPPSDADSLKRLKNLRADVLPKKLKKNQSLS 316
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHP..DLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPD 318
consensus ! ** !* *! !! **** ! ! **!*!* !!! !** ! !! ! !** !! ! ! !* !!! **

logo

A
S
A
Q
T
V
E
FAELHQGKLAGDLFLGERDKLNQAALAEAEAEEENTATLMI

T
L
RLKQLDL ILDEHYI

LNRSASLAEMQKKSRRERGTFDDLLLDVHTALQTPDGNPHAEATLPAERAV
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 SQTEAELHGLGLLGEKLQAAAAEEENALTLLKLDLLDHINRALAEQKKSRRERTFDDLLLDVHTALQPGNPHAEALAEAV 396
NTDB id 1132 OK783 RS01905 WP 010951035.1 AAVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALT.DNPHAETPARAV 397
consensus !!!* !* ! !*! !! * ! !!!****! !!! !!!!!!! !!!!!!!!!!!! * !!!!! *! !!

logo AEGNTWEQI
VAL IDEFQDTDPLQYEQI FQSKR I F IARQRNKRPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQRHHRYTLASTNFYRSHAAKL IGN

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 AGTWQVALIDEFQDTDPLQYQIFSRIFIRQNKPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQHHYTLSTNFRSHAKLIN 476
NTDB id 1132 OK783 RS01905 WP 010951035.1 AENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIG 477
consensus ! ! *!!!!!!!!!!!!!! !! *!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!! !!*!!!! !!

logo

G
S IGSALFRLQKENRPFVLENIGYGSEVAGAARAESRLSPKPRPAVQLVRWLHEGANDENTDEKPALNKDAVLRKRRAADEYCADE IARSALNEAASEGGHR

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 GISALFRQKNRPFVLENIGYGEVAAARAESRLSPPRPAVQVRWLHGAETDPLNKDALRKRAAEYCADEIASALNEAAEGH 556
NTDB id 1132 OK783 RS01905 WP 010951035.1 SIGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGR 557
consensus ! !!!! ! !!!!!!!!!! !!*!!!!!!!!!!*!!!!!*!!!! * ** !!! !!*!!!*!!!!!!! !!!!! !*



logo LNFKDGRPLEQSGDIAVLVRTHNEAGSVMIASAQALKKSRQR I
VQSVLLHSRESVFASPEAAQAGLASAL ILEGFWLENPRHRATEGSTLRFAVLSTGSGVI

LFG
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 LNFKGRPLESGDIAVLVRTHNEGSMIAQALKSRRIQSVLLHRESVFASPEAQGLAALLEFWLNPRHTESLRFALSGVLFG 636
NTDB id 1132 OK783 RS01905 WP 010951035.1 LNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFG 637
consensus !!!! !!! !!!!!!!!!!!!!* !! !!! ! *!!!!!*!!!!!!!!!! *! !!* !!! !!* *!!! !* *!!

logo YDAEQQRLHYADFLNQNEASEQI
LLAHWAMDESAERNTAALDR I

RWQKQQYGI FYAALMQQTFSAQETHGI ETRLLSDRGNNGRSLTNYFHQLLELRLASAEEDNAEQNSHRNS
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 YDAERLYALNQNEAQLLAWMDSAENAARRWQQQGIYAALQTFSAEHGIETRLLSDGNGRSLTNYHQLLERLSEENEQSHS 716
NTDB id 1132 OK783 RS01905 WP 010951035.1 YDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRN 717
consensus !!! !* !!!! *!*! *!! ! !! !!*!!*! !! !!!!!!!!! !!!!!!!!*!!!! ! ! ! *

logo PAASLHKQWLLRDVQI SLAEGNGNSGVGDNSNRAVI
LRLESDEADLVKIVTMHAASKGLQYPLVYCPFAVWDAQDNTGKAPSCDWQI LHQRGAGGNQRASELL

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 PASLHQWLLVQISLAENGSVGDSNVLRLESDEALVKIVTMHAAKGLQYPLVYCPFVWDAQDNKASCWQILHRGGGQSELL 796
NTDB id 1132 OK783 RS01905 WP 010951035.1 PAALHKWLRDQISLAGNN.GGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELL 796
consensus !! !! !! !!!!! ! * !! *!!!!!! !!!!!!!!! !!!!!!!!!!!! !!!!! *!*!!!!! !* !!!

logo AKAHQLDSEASDEQI
KQLYADEEMTAERLRLLYVALQTRAEEQLNIYAAHYCSQSDTADNNPTFLAYL ILEGLRPTDQDSTRESTVRTARATYAEACEKRRNGKAA

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 AKHQLDEADQIQLADEETAERLRLLYVAQTRAEEQLNIYAAHCQDTANNTFAYLLEGRTDDTRESVTAAYEAERRNGKAA 876
NTDB id 1132 OK783 RS01905 WP 010951035.1 AKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK...... 870
consensus !!*!! ! *! ! !!!! !!!!!!!!!! !!!!!!!!!!!!** !!! !* !!!*!! * !*!!*! ! *!*******

logo

A
D
E
G
I
M
A
TMLKRNWQRNRFVAIDENRAQSENPAKDGTDFATFTEDATPLPPAASYHRGSGNASDRQTAHATEQFYAQAANDS IPEPRGRFERFYI

VRHTSFTAGLSRHTVKQATHPDGSEGERE
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 AEMAMLKRNWQNFIERQSENKDTDFAFTEDTPLPASYHSGSRTHTQYQAADIPPRRFEYIRHTSFTGLSRHVKAHDSERE 956
NTDB id 1132 OK783 RS01905 WP 010951035.1 DGITMLKRNWRRVADNA..PAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEE 948
consensus * !!!!!! * *** !!! !!!! !*!! !* * * ! !!*! ! **!!!!!!*!!!! ! !

logo

D
E
A
L
C
QPGSLDAAEGTS IVPRAPMSEPNSETATGPDTADSDDGI

LS IHDRFPKRGTQAGLCLHE I
MLEDNFLDKFGQQVAPAAEQESGTLQI

V
A
S
D
E
K
TLKTKRYGFEE I

KWLPAVAI
NTDB id 1099454 ACM67E RS05450 WP 416192596.1 ELQPGLDAAEGSIRPSENTAGDDSDDLSIHRFPRGTQAGLCLHEMLENLDFQVPAAEQSGQVSETLTRYGFEEKWLPAVI 1036
NTDB id 1132 OK783 RS01905 WP 010951035.1 DACPSLDAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVA 1028
consensus * *! !!!!! !*** * * !! *!!! !!*!!!!!!!!!!*!! ! *!!!! * * ! *!!!!! !!!!!

logo

E
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L
M
A
L
D
E
A
CCREKTP I

L
S
TGAKDYGTLSDIPPDGCNRLRPEMGFTLHYMTEDFGNLAKARLRADWFLAQRDPDHI

L
G
RLPAEEVCRVAEAAEQRTLDFHQDTVNQGFYLNGF IDM

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 TLLDCCRETPISGKDTLSDIPPDNRLPEMGFTLYMEDFNLAALRAWFAQPHLGLPAECVEAAQRLDFQDVQGYLNGFIDM 1116
NTDB id 1132 OK783 RS01905 WP 010951035.1 EMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDM 1108
consensus * **!! !!**! !!!!!! *! !!!!!!!* !!! ! !! ! ! *** !! ! !! !!!* !*!*!!!!!!!



logo

T
VC I

Q
A
D
P
SDGNQI

VC I
V IDYKSNDHLGSGSEAAYTQRNQAMDNEAMVAGHHQHYYLQAL IYAI

VAAVAGRYFKLRGLQAPLPAPAQI
V
A
SVRYLFLRGLMDNGKTGQGN

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 TCIASDGQVCVIDYKSNDLGGSEAAYTQNAMNEAMAGHHYYLQALIYAIAVGRYFKLRGLALPQIAVRYLFLRGMNGTQN 1196
NTDB id 1132 OK783 RS01905 WP 010951035.1 VCQDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGG 1184
consensus ! *!!**!*!!!!!!*! ****!!! *!! !!*!**!!!!!!!!!!*! *!!!!!!! *** * !!!!!!!!* !

logo GI
VWRSWDIDAAEADLAEEQI

W
K
V

NTDB id 1099454 ACM67E RS05450 WP 416192596.1 GIWSWDIDAEDLAEWV 1212
NTDB id 1132 OK783 RS01905 WP 010951035.1 GVWRWDIDAAALEQIK 1200
consensus !*! !!!!! !

X non conserved
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X ≥ 50% conserved


