SRCATARFLLIRAIVAR CLLFATLCAT A, FLE Les AESLAN

N AiggE\-Ks\-N 4 EAKAKA Y
NTDB id 1242 CjOO1lc YP 002343483.1 i e UREIL LFilgF Al . .
NTDB id 1099448 ACME67E RS03535 WP 416191716.1 ... . .. it MHSPILISUIIGFYGLATLEA
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKAIAEY
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATIAEY]
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATAEY
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKAKATIAEY]
consensus K K K K K K K K K K K K K K K K K K K K K K K K K K K K KKKk ok ||k K K K K K K K K K K e P T sk bk Dl Do Do D DR T Do |

e e

AR e AN

NTDB id 1242 CjOO11lc YP 002343483.1 79
NTDB id 1099448 ACM67E RS03535 WP 416191716.1 Q Ce 99
NTDB id 1127 NGFG RS10560 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 RAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131

consensus D skoskokok k| Dol DD Doeoskoskorok | sk 3k >k 3k ok ok ok sk %k ok ok %k %k ok 5k %k K k kK

X non conserved
B similar
>507% conserved



