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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 MSLAIVHTRAQLGVEAPPVTVEVHLSNGLPSLAIVGMPETAVKESKDRVRSAILNSHLEFPARRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
consensus **!*** *****!* !* ***!!****!******!!**** *!!***!***!**!*****!***!!*!**!!*!*!*!**

logo

Y
FDLASP IA I

LG I LAASDGEQLVI IADPRTALSENPSDTEHLNKI
L
N
A
E
K
E
Q
S
R
N
F
I
L
H
Y
L
E
I
L
F
L
M
V
I
A
GELSALDTSGAHQGE I

V
L
Q
R
T
P
G
I
V
T
H
S
K
A
G
A
T
I
V
I
LP I

A
I
V
A
I
L
R
AAGQRSHNEQRKAEKSVDEQGKNFHKQRCGREHI

L
V
I
L
I
V
A
P
Q
S
H
K
N

E
S
A
QNTGAPRADNQEVAAS IMLATVNRSGKVDHNLETQENRTKQI

H
T
V
F
K
Y
C
F
G
T
S
V
A
S
E
N
Q

S
T
N

NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVEN 158
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN.QHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN.QHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 YDLAIAIGILAASEQVPSELLNELELIGELALSGAVRPVTGTLPAALAAGRDG.HRLIVASENAPEAAMARNTTIYSAEN 159
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQVE.RCLVVPHSNGDQAALVGVERHKSAQS 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKKQ.RHLVVPHANGDQAALVGKEQHKSAQS 159
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKAK.REIIVPQQNANEVSLVSNTQTYCAST 159
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKSK.RELIIAKQNANEASLVSDQNTYFAQT 159
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSIL 238
NTDB id 1271 LPP RS03220 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 LLRVCAHLHRRSELPNSDFPATP.....ARRPQPELADVKGQQQAKRALEVAASGGHNLLMFGPPGTGKTMLASRLPGIL 234
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADLL 238
NTDB id 1349 HI 1117 AAC22771.1 LLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLL 239
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ASADPMPAVALVGGGNSTQVYPIPQRKPGE I SLATHGHNGLVLFLDEMLPEFDKQNERTQKVLDEASTV

NTDB id 1323 RA0C RS07335 WP 004916218.1 PPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEV 318
NTDB id 1271 LPP RS03220 WP 011213198.1 PELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 PAIDERDALEVAAVYSVCGVE..HSPLWLERPFRAPHHTASAAALVGGGTQPRPGEISLAHGGVLFLDELPEFQRQVLEV 312
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLDS 314
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDS 314
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLDA 317
NTDB id 1349 HI 1117 AAC22771.1 PEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLDA 318
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNN.....TSSSFEMQRYLNKLSGPLLDRIDIHIEVQK 393
NTDB id 1271 LPP RS03220 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQA....NCMCTPDRISRYLAKLSAPLLDRIDMQVTIHA 390
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQA....NCMCTPDRISRYLAKLSAPLLDRIDMQVTIHA 390
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 LREPMESGEIRISRARAQTCYPARFQLIAAMNPCPCGYFGGRSAGNDSRCRCTSEQIQRYRNKISGPMLDRIDLHVPVHN 392
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQA......RANPQSILRYLSRLSGPLLDRFDMSIEIPA 388
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQA......RTNPQAILRYLGRLSGPLLDRFDMSLEIPA 388
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHN......RTSPQQLMRYLNRLSGPFLDRFDLSIEVPL 391
NTDB id 1349 HI 1117 AAC22771.1 LRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHN......RTSPQQIMRYLNRLSGPFLDRFDLSIEVPL 392
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYD 471
NTDB id 1271 LPP RS03220 WP 011213198.1 LSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYH 466
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYH 466
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 IPPSELNNA..PAGEPSATVQARVSRTVKQQQQRQQK....LNAHMSSKDIEQFCPLAQEDQQFLEAAVIRLGLSTRSYY 466
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYH 463
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYH 463
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYH 467
NTDB id 1349 HI 1117 AAC22771.1 LPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYH 467
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 RLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 109943 ACGHAD RS01125 WP 382414124.1 RVLKVARTLADMAQQDTISRPQLAEALSFRALDRAP........ 502
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 RILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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