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NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 MSKERKGGMGGPMGRMGGGPRAVEKAKDFKGTMKKLGVYLKPYSLSIAIVILFAIGSAAFSIVGPKILGKATTKIFEGLV 80
NTDB id 370 SMU RS04260 WP 002263294.1 ........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA 56
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NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 QKITGVPDASIDFGYIGNIAMILVALYLVSSLFGIIQSFIMSGVAQKVSYNLRKQISEKMDTLPLNYFDTRTNGEVLSRI 160
NTDB id 370 SMU RS04260 WP 002263294.1 ........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRV 128
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NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 TNDVDTVNQTLNQSLSQIITSVVTLIGVLIMMFSISWIMTLATFIILPVSMVLISLVVKKSQKYFKSQQEYLGHLNGQVE 240
NTDB id 370 SMU RS04260 WP 002263294.1 TNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVE 208
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NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 EVYGGHNIMKAFNREEASTKDFDELNNTLYKSAWKSQFLSGMMMPIMSFVGNLGYVLVSILGGWLTIKSVITVGDIQAFI 320
NTDB id 370 SMU RS04260 WP 002263294.1 EVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFM 288
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NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 QYVRSFNQPISQMAQVANIMQSTAAAAERVFEFLDEEDEVKDPVNSVDPSEIRGEVEFEDVHFGYNPDKIIINDFSVDVK 400
NTDB id 370 SMU RS04260 WP 002263294.1 TYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAK 368
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NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 PGQKVAIVGPTGAGKTTIVKLLMRFYDINSGSIKIDGHDIRDFKRADLRNLFGMVLQDTWLFNGTIMENLRYGRLDATDA 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDE 448
consensus *!!!*!!!!!!!!!!!!!! !!!!!!** ! ! !!!* !*! ! *** !*!!!!!!!!! !!* !!! ! * !!

logo

E
QVI

K
A
EAAKAAVGHVDHHF IVKTLPDKGYDNMTVLDNDEESASVNTI

LSQVGQKQLLTIARAFLLKDAPKPLL I LDEATSSVDTRTEELL IQKRAMDEHKLME
NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 EVKEAAKAAHVDHFVKTLPDGYNMVLNEEASNISQGQKQLLTIARAFLKDPKLLILDEATSSVDTRTELLIQKAMEKLME 560
NTDB id 370 SMU RS04260 WP 002263294.1 QVIAAAKAVGVHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLME 527
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logo GRTSF IV IAHRLSTIRDNADL I LVMKRDGDNI IVEQGNSHDEEQLLMAEEKGNGFYASDSLYNSQFETEQESSVAS
NTDB id 1099407 ACK8RZ RS02685 WP 078233344.1 GRTSFIIAHRLSTIRDADLILVMKDGDIVEQGNHEELLEKGGFYSSLYNSQFEQSSAS 618
NTDB id 370 SMU RS04260 WP 002263294.1 GRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
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