
logo MKRKYAQQQRGASTL I IVVLMI LVLLMIMTI
VVGTLAIRQS I SSLKLMVSNHNQIQATLLALQNASDAALMYFQDNPNVNTQTQTNTLAASAPDNGVVGNFYFKRNEN

NTDB id 1099396 ACM660 RS17825 WP 005201310.1 MRYAQRGSTLIVVLMIVLMITIVGTLAIRQSISSLKLVSNHQIQTLLAQNADAALMYFQDPNTQQNLASANGVVGFFKNE 80
NTDB id 1004 ACIAD RS15015 WP 004923837.1 MKKQQQGATLIIVLMILLLIMVVGTLAIRQSISSLKMVSNNQIQALLLQNSDAALMYFQNPVNTTTLAAPDGVVNYFRNN 80
consensus !* ! ! !!!*!!!!*!*! *!!!!!!!!!!!!!!*!!!*!!! !! !! !!!!!!!! ! !! * !!! *!*!
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NTDB id 1099396 ACM660 RS17825 WP 005201310.1 NNKNAELVFCFSGSEPFALSKAAYRLNSTTFEPMSSNSGACKVDPNNATNDTASQSSGRKQVVTQVYIKREI.GSTVPFA 159
NTDB id 1004 ACIAD RS15015 WP 004923837.1 SNNTQELVTCFNKTDPFRLVRMGTVNSSGK............VD.NQASCKSTDASGGRNQVVTQVYITKVSSTNNQPFA 147
consensus ! !!! !! **!! ! * * ! ************!!*!*!** * ! !! !!!!!!!! * * !!!
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NTDB id 1099396 ACM660 RS17825 WP 005201310.1 DLSRGTEVLGAKTENNIRLRVYVVSVMQGLLTSDALFTADNDIKKGCLTKSIDNNGANDVATCLKQNTEKPIYNIQVAEY 239
NTDB id 1004 ACIAD RS15015 WP 004923837.1 DLARGTDITTAKTESSVRLRLTSVSVLTGFISSDDLAN........CLNKSS.....ANAVSCLS..EQQALYNSQVAEY 212
consensus !! !!!** !!!! *!!!* !!!* ! **!! ! ********!! !! ***** *!! ** **!! !!!!!

logo RFLSDFEPPSQSS
NTDB id 1099396 ACM660 RS17825 WP 005201310.1 RFLSDFEPSSS 250
NTDB id 1004 ACIAD RS15015 WP 004923837.1 RFLSDFEPPQ. 222
consensus !!!!!!!!* *
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