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VGASRVAI SFGRQNL IVGI ITEKVDPHSESVFTGQTFKQLKAI STDELL
NTDB id 1099377 ACM660 RS02190 WP 017402455.1 .MPSQNSNAILYRIRVAIPVYVYDTFDYTVSAEQYAQAQIGARVAISFGRQNLVGIITEKVDPHEVFTGQFKLKAITELL 79
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus * *** * **!!*!!!*!!**!!!!!!!** !! !**! !!!!!!!!!!!*!!!!!!!!!*! !!! ! !!!!**!!

logo DEQEQPTI LDEQQVLSTLLTWSAQYYQFP IGEVMQSTALPASLLRQGKRAPLMDI
VLFHLWKI ITPCHDEDNPVAEASLLKRSGQKQQYDAYQI

VLKLHPAN
NTDB id 1099377 ACM660 RS02190 WP 017402455.1 DQETILDQQVLTLLTWSAQYYQFPIGEVMQSALPSLLRQGRALDILFHLWKIIPHEDPASLLKRSQKQYDAYQVLKLHPN 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus ! *!!! !!!*!!!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!!!!!! ! * * !!!!! !! !!!!*!!!!!
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VLNLSGVETASTLKALEQKKGLVDECCTLEPHDFSTPSTPVQLAQMVPLTLPNEDQKKAI
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NTDB id 1099377 ACM660 RS02190 WP 017402455.1 GTTENVLNLSGVETSTLKALEKKGLVECCLEPHDFTPTPVQLAQVPLTPNEDQKKAIQQILKVQHQYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!!!*!!!!!!!! !!!!! !!!!!*!*!!!!!!*!*!!!!!!*!!!*!!!!!!! ! ** !!!!!!!!!!!!!!!!!

logo TEVYLHQI
VMHYEVLKQGKQVLVLVPE IGLTPQTI

V
A
SRFKSRFHNCDI

VALLHSGLNDSKRLMQAWQHQAQTGKAS I I ILGTRSAIYTP
NTDB id 1099377 ACM660 RS02190 WP 017402455.1 TEVYLQVMYEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDVALLHSGLNDSKRMQAWQHAQTGKASIIIGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!*!!!!!!!!!!!!*!!!!*!!!!!!!!!*!!!!!!!!!

logo LPQRLGL I I LDEEHDLSFYKQQEGFRYHATRDVALYRGHLQGNCPVI
LLGSATPS IDSYHLVESTGKLHTALLEQLNQRAGHVALVLPKMH

NTDB id 1099377 ACM660 RS02190 WP 017402455.1 LPQLGLIILDEEHDLSFKQQEGFRYHTRDVALYRGHLQNCPVILGSATPSIDSYHLVESGKLHLLELNQRAGVAVLPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !! !!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!! !!!*!!!!!!!!!!!!!!!*!!!* ! !!!!!!*!*!!!!!
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LSQPTL I EQIKHNTLAERKEQVL I FLNRRGYAP I
VLMVCESCGWQANCPHCDAHFTLHSTQPYHSYLHCHHCGTI

V

NTDB id 1099377 ACM660 RS02190 WP 017402455.1 VVDLKIAKKKHGLSQTLIEQIKHTLERKEQVLIFLNRRGYAPILMCESCGWQANCPHCDAHFTLHSQPYHYLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus **!!!! !! !!*!!*!!!!!!*!! !!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!*
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LGAGTAKLVEEHLQELFPDHHDEVIRVDRDSTSKRVGSWQKIYDR IQQNKPNS I LLGTQMLAKGHHFP
NTDB id 1099377 ACM660 RS02190 WP 017402455.1 NRLPDHCPACQKQSLKTIGAGTAKLEEHLQELFPHHEVIRVDRDSTSKVGSWQKIYDRIQQNKPNILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus *!!!!!!! !! !!!!*!!!!!!*!!!!!!!!!*!*!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!



logo HVTLVAI LDIDAGLLSVDI
PRAPERTAQL IVQVAGRAGRGEHKGHSVYLQSTLRPDHPLMLTTL I EHKDYRATVAKQMTLADERKI

VAL
NTDB id 1099377 ACM660 RS02190 WP 017402455.1 HVTLVAILDIDAGLLSVDPRAPERTAQLIVQVAGRAGRGEHKGSVYLQSLRPDHPMLTTLIEHDYRTVAKQMLADRKIAL 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!!!!*!!! !!!! !!*!!*!!

logo LPPYRYAVL IVRAVESKDRDYSTLQHQFLANDEAIAEQQLRQTI
MAGDI

LVDIWGP IPAPMERKAGRYRAHMVI LSASDRAKRLHFYLRQWWAQHQ
NTDB id 1099377 ACM660 RS02190 WP 017402455.1 LPPYRYAVLVRVESKDRDYSQQFLADIAQQLRTMAGDLVDIWGPIPAPMERKAGRYRAHMVILSSDRAKLHFYLRQWWQH 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!!!!!*! !!!!!!!* *!! * ! !!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!! *
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NTDB id 1099377 ACM660 RS02190 WP 017402455.1 VVHLPRQHLLRLSIDVDPQEFS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!! !!!! !!!!!!!!!!!!!
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