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NTDB id 109935 ACGHZ6 RS19300 WP 390615663.1 QQSE MINEJLSIVRLGPTPSHRTERFQEYAGDAKGAAJAL Q S[HSIED L.Q ABPRIF SEG A 80
NTDB id 125 BSU 00870 NP 387968.1

NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE| s KTKPMKLAEVTSINVNRTKTEM T4
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT GE s KTKPMKLAEVTSINVNRTKTEM T4
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE| s KTKPMKLAEVTSINVNRTKTEM T4
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G E s KTKPMKLAEVTSINVNRTKTEM T4
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT GE s KTKPMKLAEVTSINVNRTKTEM 74
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT GE| s KTKPMKLAEVTSINVNRTKTEM T4
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NTDB id 109935 ACGHZ6 RS19300 WP 390615663.1 319

LT
NTDB id 125 BSU 00870 NP 387968.1 317
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