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NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MKKLSRYTFSL...LFGLFSATTFAEEKVTTSTEHTPVVMQQVAATQKVNANVVNINTATASEIQDKLVGIGAKKA 73
NTDB id 109904 ACGHTT RS10100 WP 390590362.1 MRIQ..RIPMFALILLLSFFGSFSSLTYASAD...............AKVIATQTALVNINTASAEELAQKLKGVGMSKA 63
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLS.LCLPTLPLLANAEETAPA...............AQVEEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLS.LCLPTLPLLANAEETAPA...............AQVEEGIVITVNINTASAEELATLLKGIGLKKA 64
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NTDB id 1382 A4U84 RS07375 WP 062924234.1 QAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 109904 ACGHTT RS10100 WP 390590362.1 KAIVEYRAKVGKFITVDQLAEVKGIGAATIEKNRAAISLK 103
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
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