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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 109888 ACGHM3 RS20995 WP 345426874.1 ...MTNQALIIDDEPDILELLDITLTRMGISADRAENLSVARKLLATNRYQLCLTDMRLPDGNGIELVKEIQHQHPQTPV 77
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 109888 ACGHM3 RS20995 WP 345426874.1 VVFTAHGNMDTAIEAMKAGAYDFITKPVDLEQLRQLVTSAVAVT...TTPTAVNVQESLIKGQSPAIVNLREKIIKLARS 154
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLR...NPEAEEAPVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 109888 ACGHM3 RS20995 WP 345426874.1 QAPVFISGESGSGKELVARSIHLQGPRAQAPFVAVNCGAIPAELVESEFFGHRKGSFTGAQKDKPGLFQAAHGGTLFLDE 234
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 109888 ACGHM3 RS20995 WP 345426874.1 VADLPLDMQVKLLRAIQEKAIRAIGDAEETKIDVRILSASHKDLTEAIANGEFRADLYYRINVIDAPVPPLRQRGEDIVL 314
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 109888 ACGHM3 RS20995 WP 345426874.1 LAEYFLEQFAQDYNDEKAPLTENAKSALLNYDFPGNVRELHNILERAYTLCDGHVIDALDLQLNVLPNSAHLGA.APGPG 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG....... 388
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LDNTDEETEQQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 109888 ACGHM3 RS20995 WP 345426874.1 AQPEPRSNTATGYDESIPLDDYLSDIERDILLNTLDKYRWNRTLAAKALGITFRSLRYRLKKLGLDNDEQ... 463
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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