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MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEA AKKHNIQYITFYSDKQSGRTDKRNGYQQIT LIQQGQCD LCCYRLNRLHRN

AL Coi D CBAL AL XD Rt T el

LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH
LKNALKL KLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQV NG MEKAKQG ITTHAPFGYjsIYH

1A s TRAVRRY R e YR NY MY el s \/ST;

NGAFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGAFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGEINEENI g PTVKAVENYY [NGMGYKKIAQMLEED I8 INRJSPYQVRNII NPNYCGRVMNQYGQ NMFP IVST I

e TR R e

YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEY|
YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEY|
TLTNMT RKKHHTLRYYVCPQNMNASRFVC FKGINAQELETSVLAT

éDFiQNQBNIK A %RJKRQRN ] TEAL XA AERRELTCRL AT el

CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ
CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ
CQDF QNQQ Y KINHTIQQR KRQR IER TTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPI SISTYQIR AFQ

I LNV&QT@SA """""""

NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NIIQQRFTLN LYPYI ¥INI K KSLAGIYFKNEPLNIVKQTM LERV 449

YE AQVTR QKP ISRKPJ] NQLKQKIKCPYC

X non conserved
B similar
>50% conserved
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