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NI QEDAVRPE[ILKESDVIISDLPVG YPNDIIA R |QVAASISHTYAHHLLMEQSLKYLKK G AIMLAPE LLTSigQEeLI)
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE QLI
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
AR Lunr AT kS Vst LD CRPE gk R HEDA
SILLKKWLEIREMI AVI LPEJGAFIY KEIN KSIFVLKKQ JE FVYPL DLQ PEVL NFpgaNFNKWKED NERSEEE:)
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