logo

NTDB id 109811 ABXG87 RS08075 WP 002884531.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 109811 ABXG87 RS08075 WP 002884531.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 109811 ABXG87 RS08075 WP 002884531.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

logo

NTDB id 109811 ABXG87 RS08075 WP 002884531.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
NTDB id 481 STER RS07730 WP 002951673.1
consensus

LV TAAOTERA L LA LY AL TENRA

MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDEASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
PELL et ettt et

PR VLAY RN RN R 1AL

ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMJRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMITICAFIVNPSLFIVDEPF

LA ELACRARA L ST (R A T LD (LR

LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGD SASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGD SASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKANGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDESASLNDIYMQLTKG

ELS 243
ELS 243
ELS 243

X non conserved
B similar
>50% conserved

80
80
80

160
160
160

240
240
240



