
logo MKTAI LIVTF IL IL I FSCVVIVVI
FHEFGHYFFFAKRASGI LVREFAIGMGPKLI FAHQTAGKDGTTVYTIRMI LPLGGYVQRMAGWGEDETTELITKPT

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.1 MKTILVFIIIFSVVVVIHEFGHYFFAKRAGILVREFAIGMGPKLFAHQAKDGTTYTIRMLPLGGYVQMAGWGEDETELTP 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!**!**!!*!*!!*!!!!!*!!!!!*!!!!!!!!!!!!!!*!!!**!!!!*!!!!*!!!!!!!*!!!!!!!*!!***
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LPMENVTDAFYDLEEDKLTITGVL IVNLGNEETQEAVKMTYAEVDHDATI IVHEEDGVTEVLR IAPKD
NTDB id 1098090 ACM2W4 RS10505 WP 416135681.1 GMPVSLVQDATGKVIKINTSKKIQLPQAIPMEVTDFDLEEKLTITGVINGNEQEAVMYAVDHDATIIHEDGVEVRIAPKD 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!!*****!!!**!!*!*******!*!!*!!**!!!*!!!!!!***!** **!*!!!!!!!**!!!*!*!!!!!!
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NTDB id 1098090 ACM2W4 RS10505 WP 416135681.1 VQFQSAKLWQRMLTNFAGPMNNFILSLVLFTGLVFAQGGVANQDATIVTGIEAGTPAAEAGLQNGDEILAVEGVDVSNWS 240
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!**!*!**!!!!!!!!!!!!****!**!*!*!!!!********* ***!**!***!!**!!*!*!*****!**!*
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NTDB id 1098090 ACM2W4 RS10505 WP 416135681.1 ELTTEIQKYPDT.....QIALAVKRGSETLDLTATPASQESGETTIGFLGITASLKTGIGDILLGGLQTTIDNSLVIFRA 315
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETIS...VKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETIS...VKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
consensus *!********************!!!********* **** *****!!!****!!!!**!***!!*!********!***
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NTDB id 1098090 ACM2W4 RS10505 WP 416135681.1 VGNLIAQPDINKLGGPVAIFQLSSQAASQGVTTVIAMMAMISINLGIFNLLPIPGLDGGKLVLNILEGLRGKPISQEKEG 395
NTDB id 291 STER RS01205 WP 011680685.1 LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES 393
consensus ***!!*****!!!!!!!!*!!*!*!!***!*******!*!*!!!!!!!!!*!!!*!!!!!*!*!!*!**!*!!**!!*!*
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NTDB id 1098090 ACM2W4 RS10505 WP 416135681.1 IITLIGFGFLMLLMVLVTWNDIQRFFF 422
NTDB id 291 STER RS01205 WP 011680685.1 YITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 YITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!!!*!******!!**!!!!!!*!*!!
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