logo

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1098090 ACM2W4 RS10505 WP 416135681.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

\

o T Ve AR OREE IRl IR e o EDTET

LV SIVIT] Y L A T Q' Ell
MKINI \YF IFSV VVBHEFGH FFAKR GILVREFAIGMGPK FAH[N KDGTYTIR LPLGGYV[NMAGWGEDITE |y¥g
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
0L k0 oy AL LV AT N D
GUIPUUSLYANDEYIGK V] INgyS)Y pRgA PMIIVTP, DLE KLTITG = NGNEANFNAIYEIVDHDATI BIEDGEE RIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETMMKTYEVDHDATIVEEDGTELRIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETSMKTYEVDHDATIVEEDGTELRIAPKD
] 1 ] ]

P b b Dosksksksksk Dl Dok Dl Dokskskskskoskesk Dok D s D bk DD P DL DD ek |k

Rk FE Lo L v s /g

VQ QSAIY WRIR TNFAGPMNNFILS AT GIRVIA[R[EIAYAN QDA THRAT GEE Ale: T PYNA Eey® () N(e3n) s E G V D \/ASHN|
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQWNVANGGAAQVSGLKTGDAIVAINKDKVTDWD
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQNVANGGAAQVSGLKTGDAIVAINKDKVTDWD
[ B S A A T A O O I I okokokokok | kx|
 EALRETOKr koot sV TRSUGCBETLS . oSy Yo KT VDK B F A EATA LT
QRYFD L SETCOLTATPASQESE [ TAS I'L TTIDNSL
EIMTTE@QKYPDT. . ... Q ANMQHGSETLRBLTETPASQESGETT IGINENNE A SINGNERGH TIBL(eXe/ 0/ TT IBINSL VESFR A
SLKEALRENTQKFSKGDSLSVTVKRSNGQEETI SV KPQIASQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT
SLKEALRENTQKFSKGDSLSVTVKRSNGQEETI SV KPQI$4SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT

sk 1ok ok ok ok ok ok ok ok ok kok kok kok sk ok kok ok || ok ok ok ok ok ok ok k ok dokokok kokokokok D Dokokokok | U1 Dokok Dokokok | 1ok |okokok ok kok ok | ok

LT A, O, elsgschsuns w8 L AL AL ARG

ENLIE |3y NKLGGPVAMEQIES QA BING 1y I\ M M SINLGIFNL PIP LDGGK VJENI E R{¢KP BJQEINE(
LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEATIRRKPLNQEIES

LKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIES

T W ATAD] Re

IIITLHMGHY 138 LM MVTWND I[NRIYF F Y
YITLAGVAVMVVLMIAVTWNDIMRAF Il
YITLAGVAVMVVLMIAVTWNDIMRAF F ]

!

X non conserved
B similar
>50% conserved

160
157
157

240
236
236

315
313
313

395
393
393



