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NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 MLLELSIQNFAIISNLHLSFHEGMTALTGETGAGKSIIIDAMGLLAGGRGSSDYLRQGAEKCRLEGIFEWPNQQEFKELT 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 ADLGIDEE.EVLIVQRDISQSGKTICRVNGRTVTLSVLRQIGLFLVDIQGQNEHQELLQPEKHLALMDGFGDDDFKAELA 159
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 SYRQAYQAYRSLEKHVRTIQENEQLYVQRMDMLRFQQEEIAQAELMENEEEQLIDEREKLTNYQKIVDALGQSYGALSAE 239
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
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NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 EVNSLDGVSVALSEIQSIAHLDPAYEKISEAIQSAYYLLQDAATDISRQVDNLELDEGRLEEVISRLETIRQLKRKYGES 319
NTDB id 352 BSU 24240 NP 390304.2 Q.GGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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KRKRETLWAHKKRLAEDKE IHVQRELKESLYMEHKASQTFDETVERFAK
NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 IPVILAYYDEISKEISESAYTEGQLEQLEEELAQKAEAVWQLAEALHVKRRELAHRLEKEIVQELKELYMEHAQFEVRFA 399
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 SG..............SKQLSSSGFDTVEFYLTTNPGEGMKPLVRVASGGELSRILLALKSIFSRKQGITSIVFDEVDTG 465
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus *************** !!* ! ! ! ! **!!*!!**!*! *!!!!!!!!!**!!*!!!!! ! *!!!*!!!!!!!

logo VSGRVAQAIAEKIAHKI
V
A
S
A
I
G
NSQVLC ITHLPQVAAMVADNTHQLYFYIAEKAE I

L
K
Q
D
EGRTETTHRVKRKPLSEKEQEKRVAE IAGRMI

L
A
SGAVE I

VTDLTI
K

NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 VSGRVAQAIAEKIAKIAANSQVLCITHLPQVAAVADNQYFIEKAIQEGRTETHVRKLSEEERVAEIARMLSGAEITDLTI 545
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 1098079 ACM2W4 RS06360 WP 270274023.1 EHARELLALAHR..... 557
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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